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Proper Citation

Mass spectrometry Interactive Virtual Environment (MassIVE) (RRID:SCR_013665)

Resource Information

URL: https://massive.ucsd.edu/ProteoSAFe/static/massive.jsp

Proper Citation: Mass spectrometry Interactive Virtual Environment (MassIVE)
(RRID:SCR_013665)

Description: Mass spectrometry Interactive Virtual Environment (MassIVE) is a
community resource developed by the NIH-funded Center for Computational Mass
Spectrometry to promote the global, free exchange of mass spectrometry data. Data
repository for proteomics data.

Abbreviations: MassIVE

Synonyms: Mass spectrometry Interactive Virtual Environment (MassIVE), MassIVE,
Mass spectrometry Interactive Virtual Environment

Resource Type: service resource, data or information resource, data repository,
database, storage service resource

Keywords: Proteomics, Mass Spec, FASEB list

Resource Name: Mass spectrometry Interactive Virtual Environment (MassIVE)

Resource ID: SCR_013665

Alternate IDs: r3d100012858

Alternate URLs: https://massive.ucsd.edu/

Record Creation Time: 20220129T080317+0000

Record Last Update: 20260729T044336+0000

Ratings and Alerts

https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_013665/resolver
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_013665/resolver
https://massive.ucsd.edu/ProteoSAFe/static/massive.jsp


No rating or validation information has been found for Mass spectrometry Interactive
Virtual Environment (MassIVE).

No alerts have been found for Mass spectrometry Interactive Virtual Environment
(MassIVE).

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 1132 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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Implications for the Leukodystrophy MLC. Glia, 74(2), e70104.

Dupuis S, et al. (2026) Acclimation to high and low diurnal light is flexible in
Chlamydomonas reinhardtii. Proceedings of the National Academy of Sciences of the
United States of America, 123(1), e2523996123.

Zhou MH, et al. (2026) Spinal ?2?-1 induces GluA3 degradation to regulate assembly of
calcium-permeable AMPA receptors and pain hypersensitivity. The Journal of clinical
investigation, 136(1).

Gilani A, et al. (2026) Secretory kinase FAM20C triggers adipocyte dysfunction, inciting
insulin resistance and inflammation in obesity. The Journal of clinical investigation, 136(1).
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seeds during different development periods. Proteomics, 25(3), e2300363.

Kim MW, et al. (2025) Endogenous self-peptides guard immune privilege of the central
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Mount HO, et al. (2025) The Legionella pneumophila effector PieF modulates mRNA
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https://scicrunch.org/kravitz2/rin/sources/SCR_005400
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_013665/resolver/mentions


Chapman A, et al. (2025) Honey bee egg composition changes seasonally and after acute
maternal virus infection. Scientific reports, 15(1), 10418.

Yu F, et al. (2025) PepCentric Enables Fast Repository-Scale Proteogenomics Searches.
bioRxiv : the preprint server for biology.

Lee YZ, et al. (2025) Rational design of next-generation filovirus vaccines with
glycoprotein stabilization, nanoparticle display, and glycan modification. bioRxiv : the
preprint server for biology.

Wissel EF, et al. (2025) Microbial metabolites associated in stool and left ventricle of heart
failure patients revealed by meta-analysis. Scientific reports, 15(1), 14576.

Sakalauskaite G, et al. (2025) A BioID-based approach uncovers the interactome of
hexose-6-phosphate dehydrogenase in breast cancer cells and identifies anterior gradient
protein 2 as an interacting partner. Cell & bioscience, 15(1), 54.

Lin CP, et al. (2025) The Mechanism of Histone Ubiquitylation by the ASB9-CUL5
Ubiquitin Ligase. bioRxiv : the preprint server for biology.

Swensen AC, et al. (2025) Increased inflammation as well as decreased endoplasmic
reticulum stress and translation differentiate pancreatic islets from donors with pre-
symptomatic stage 1 type 1 diabetes and non-diabetic donors. Diabetologia, 68(7), 1463.

Sanchez KM, et al. (2025) Dynamic acetylation of a conserved lysine impacts glycerol
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preprint server for biology.

Oláhová M, et al. (2025) RTN4IP1 is required for the final stages of mitochondrial complex
I assembly and CoQ biosynthesis. The EMBO journal, 44(19), 5482.

González A, et al. (2025) Multi-omic assessment of mRNA translation dynamics in liver
cancer cell lines. Scientific data, 12(1), 1520.


