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Mpstruct

RRID:SCR_013284
Type: Tool

Proper Citation

Mpstruct (RRID:SCR_013284)

Resource Information

URL: http://blanco.biomol.uci.edu/membrane_proteins_xtal.html

Proper Citation: Mpstruct (RRID:SCR_013284)

Description: Table providing information about integral membrane proteins whose
crystallographic, or sometimes NMR, structures have been determined to a resolution
sufficient to identify TM helices of helix-bundle membrane proteins (typically 4 - 4.5
angstroms). It is based upon Preusch et al. (1998) as revised by White & Wimley (1999).
Reference is made to all of the protein types whose structures have been determined.
They have attempted to make the database as inclusive as possible.

Abbreviations: Mpstruct

Synonyms: Membrane Proteins of Known 3D Structure
Resource Type: data set, data or information resource
Keywords: membrane protein, structure, protein, FASEB list
Resource Name: Mpstruct

Resource ID: SCR_013284

Alternate IDs: OMICS 01610

Record Creation Time: 20220129T080315+0000

Record Last Update: 20260801T042718+0000

Ratings and Alerts
No rating or validation information has been found for Mpstruct.

No alerts have been found for Mpstruct.



https://scicrunch.org/kravitz2
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Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 46 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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recombinant protein yield: the use of a respiratory strain as a microbial cell factory.
Microbial cell factories, 9, 47.

Frelet-Barrand A, et al. (2010) Lactococcus lactis, an alternative system for functional
expression of peripheral and intrinsic Arabidopsis membrane proteins. PloS one, 5(1),
e8746.

Hori T, et al. (2010) Expression, purification and characterization of leukotriene B(4)
receptor, BLT1 in Pichia pastoris. Protein expression and purification, 72(1), 66.

Liguori L, et al. (2009) Production of recombinant proteoliposomes for therapeutic uses.
Methods in enzymology, 465, 209.




