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Center for Disease Control and Prevention: Genetic
Testing Reference Materials Coordination Program

RRID:SCR_013029
Type: Tool

Proper Citation

Center for Disease Control and Prevention: Genetic Testing Reference Materials
Coordination Program (RRID:SCR_013029)

Resource Information

URL: http://wwwn.cdc.gov/dIs/genetics/rmmaterials/default.aspx

Proper Citation: Center for Disease Control and Prevention: Genetic Testing Reference
Materials Coordination Program (RRID:SCR_013029)

Description: The goal of the Genetic Testing Reference Materials Coordination Program
(GeT-RM) is to coordinate a self-sustaining community process to improve the availability
of appropriate and characterized reference materials for: Quality control (QC), Proficiency
testing (PT), Test development & validation, Research. The purpose of this program is: -
To help the genetic testing community obtain appropriate and characterized reference
materials - To facilitate and coordinate information exchange between users and providers
of QC and reference materials - To coordinate efforts for contribution, development,
characterization and distribution of reference materials for genetic testing Get-RM
provides information about cell lines, DNA, and other kinds of materials that could be used
as reference materials for molecular genetic testing. Some of these materials have been
characterized by the GeT-RM program and can be divided into three categories: - Genetic
Inherited Disease & Pharmacogenetics This section includes information about cell lines,
DNA, and other samples that can be used as reference materials for various inherited
diseases (including cystic fibrosis, fragile X, Huntington disease, and Ashkenazi Jewish-
related diseases), pharmacogenetic loci, and biochemical genetics. The GeT-RM program
has confirmed the genotype of many of the genomic DNA samples through testing in
multiple clinical genetic laboratories. - Molecular Oncology This section includes
information about commercially available cell lines, DNA, and other kinds of materials that
could be used as reference materials for various types of cancers, including
leukemia/lymphoma and solid tumors. - Infectious Disease This section includes
information about commercially available cell lines, DNA, and other kinds of materials that
could be used as reference materials for various infectious disease pathogens including
viruses, bacteria, and protozoa.
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Synonyms: CDC GeT-RM Program
Resource Type: data or information resource, topical portal, portal

Keywords: fragile x, genetic, genetics, genetic testing, ashkenazi, bacteria, biochemical,
cancer, cell, cell line, coordination, cystic fibrosis, development, disease, dna, genomic,
genotype, huntington disease, inherited, jewish, leukemia, locus, lymphoma, material,
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virus
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Ratings and Alerts

No rating or validation information has been found for Center for Disease Control and
Prevention: Genetic Testing Reference Materials Coordination Program.

No alerts have been found for Center for Disease Control and Prevention: Genetic Testing
Reference Materials Coordination Program.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 3 mentions in open access literature.
Listed below are recent publications. The full list is available at kravitz2 .
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