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Proper Citation

Natural Environment Research Council (RRID:SCR_012850)

Resource Information

URL: http://www.nerc.ac.uk/

Proper Citation: Natural Environment Research Council (RRID:SCR_012850)

Description: NERC is the UK"s main agency for funding and managing research, training
and knowledge exchange in the environmental sciences. It funds world-class science in
universities and our own research centres that increases knowledge and understanding of
the natural world. We are tackling the 21st century"s major environmental issues such as
climate change, biodiversity and natural hazards. We lead in providing independent
research and training in the environmental sciences. NERC is a non-departmental public
body. We receive funding from the Department for Business, Innovation and Skills (BIS).
Working internationally, we have bases in the most hostile parts of the planet. We run a
fleet of research ships and aircraft and invest in satellite technology to monitor gradual
environmental change on a global scale. We provide knowledge, forewarning and
solutions to the key global environmental challenges facing society.

Abbreviations: NERC

Resource Type: institution

Resource Name: Natural Environment Research Council
Resource ID: SCR_012850

Alternate IDs: grid.8682.4, Crossref funder ID: 501100000270, Wikidata: Q4272261,
ISNI: 94781573, nIx_27406

Alternate URLSs: https://ror.org/02b5d8509
Record Creation Time: 20220129T080312+0000

Record Last Update: 20260725T190737+0000

Ratings and Alerts


https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_012850/resolver
http://www.nerc.ac.uk/

No rating or validation information has been found for Natural Environment Research
Council.

No alerts have been found for Natural Environment Research Council.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 117 mentions in open access literature.
Listed below are recent publications. The full list is available at kravitz2 .
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