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Proper Citation

PerlPrimer (RRID:SCR_012038)

Resource Information

URL: http://perlprimer.sourceforge.net/

Proper Citation: PerlPrimer (RRID:SCR_012038)

Description: A free, open-source GUI software application written in Perl that designs
primers for standard PCR, bisulphite PCR, real-time PCR (QPCR) and sequencing.

Synonyms: PerlPrimer - open-source PCR primer design

Resource Type: software resource, software application

Defining Citation: PMID:15073005, DOI:10.1093/bioinformatics/bth254

Availability: Open unspecified license

Resource Name: PerlPrimer

Resource ID: SCR_012038

Alternate IDs: OMICS_02354

Alternate URLs: https://sources.debian.org/src/perlprimer/

Record Creation Time: 20220129T080308+0000

Record Last Update: 20260731T042840+0000

Ratings and Alerts

No rating or validation information has been found for PerlPrimer.

No alerts have been found for PerlPrimer.

Data and Source Information

https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_012038/resolver
http://perlprimer.sourceforge.net/
https://pubmed.ncbi.nlm.nih.gov/15073005
https://dx.doi.org/10.1093/bioinformatics/bth254


Source: SciCrunch Registry

Usage and Citation Metrics

We found 236 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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Sharifi N, et al. (2025) WT1 pathogenic variant in azoospermic infertile men with an
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Sophora davidii (Franch.) skeels and interaction protein screening. Frontiers in plant
science, 15, 1478854.
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thaliana. Molecular plant pathology, 25(12), e70044.
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Hendricks EL, et al. (2024) The CHD family chromatin remodeling enzyme, Kismet,
promotes both clathrin-mediated and activity-dependent bulk endocytosis. PloS one,
19(3), e0300255.

Chase EE, et al. (2024) Viral dynamics in a high-rate algal pond reveals a burst of
Phycodnaviridae diversity correlated with episodic algal mortality. mBio, 15(12),
e0280324.
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(SM) biosynthesis in Crocus sativus L. Scientific reports, 14(1), 15839.

Bitencourt T, et al. (2024) Integrated multi-omics identifies pathways governing
interspecies interaction between A. fumigatus and K. pneumoniae. Communications
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van den Berg MF, et al. (2024) Metabolomic profiling of pheochromocytomas in dogs:
Catecholamine phenotype and tricarboxylic acid cycle metabolites. Journal of veterinary
internal medicine, 38(5), 2415.

Ghorbanzadeh Z, et al. (2023) Comparative metabolomics of root-tips reveals distinct
metabolic pathways conferring drought tolerance in contrasting genotypes of rice. BMC
genomics, 24(1), 152.


