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Proper Citation

GeneTests (RRID:SCR_010725)

Resource Information

URL: http://www.ncbi.nlm.nih.gov/sites/GeneTests/lab

Proper Citation: GeneTests (RRID:SCR_010725)

Description: The GeneTests Web site, a publicly funded medical genetics information
resource developed for physicians, other healthcare providers, and researchers, is
available at no cost to all interested persons. By providing current, authoritative
information on genetic testing and its use in diagnosis, management, and genetic
counseling, GeneTests promotes the appropriate use of genetic services in patient care
and personal decision making. At This Site: * GeneReviews: Expert-authored peer-
reviewed disease descriptions * Laboratory Directory: International directory of genetic
testing laboratories * Clinic Directory: International directory of genetics and prenatal
diagnosis clinics * Educational Materials: Illustrated glossary, information on genetic
services, PowerPoint presentations, annotated Internet resources We comply with the
HONcode standard for trustworthy health information.

Abbreviations: GeneTests

Synonyms: GeneTests: Clinical Genetic Information Resource

Resource Type: training material, material analysis service, service resource, biomaterial
analysis service, portal, topical portal, data or information resource, database, narrative
resource, production service resource, analysis service resource

Funding: NCI ;
NHGRI 1 P41 LM/HG 06029;
NLM 1 P41 LM/HG 06029;
NLM contract N01-LM-4-3505;
NLM 5 P41 LM07242;
NLM 2 P41 LM 06001;
DOE DE-FG03-02ER63301/A00

Resource Name: GeneTests

https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_010725/resolver
http://www.ncbi.nlm.nih.gov/sites/GeneTests/lab


Resource ID: SCR_010725

Alternate IDs: nlx_94696

Record Creation Time: 20220129T080300+0000

Record Last Update: 20260731T042836+0000

Ratings and Alerts

No rating or validation information has been found for GeneTests.

No alerts have been found for GeneTests.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 12 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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