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Proper Citation

Peroxisome Database (RRID:SCR_008352)

Resource Information

URL: http://www.peroxisomedb.org/

Proper Citation: Peroxisome Database (RRID:SCR_008352)

Description: The aim of the PEROXISOME database (PeroxisomeDB) is to gather,
organize and integrate curated information on peroxisomal genes, their encoded proteins,
their molecular function and metabolic pathway they belong to, and their related disorders.
PeroxisomeDB contains the complete peroxisomal proteome of Homo sapiens (encoded
by 85 genes) and Saccharomyces cerevisiae (encoded by 61 genes). Now, we have
included 34 new organism genomes with the acquisition of 2426 new peroxisomal
homolog proteins. PeroxisomeDB 2.0 integrates the peroxisomal metabolome of whole
microbody family by the new incorporation of the glycosome proteomes of
trypanosomatids and the glyoxysome proteome of Arabidopsis thaliana. The site also
provides a Peroxisome Metabolome of peroxisomal genes and proteins, their molecular
interactions and metabolic pathways, tools for comparative genomics, predictive tools.
Sponsors: Preoxisome Database is funded by Institut de Gntique et deBiologie Molculaire
et Cellulaire.

Synonyms: Preoxisomedb

Resource Type: data or information resource, database

Keywords: family, function, gene, arabidopsis thaliana, disorder, genome, genomic,
glycosome, glyoxysome, homolog, homo sapiens, interaction, metabolic, metabolome,
microbody, molecular, organism, pathway, peroxisome, protein, proteome,
saccharomyces cerevisiae, trypanosomatid

Resource Name: Peroxisome Database

Resource ID: SCR_008352

Alternate IDs: nif-0000-25216
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Record Creation Time: 20220129T080247+0000

Record Last Update: 20260801T190956+0000

Ratings and Alerts

No rating or validation information has been found for Peroxisome Database.

No alerts have been found for Peroxisome Database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 27 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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