Resource Summary Report

Generated by kravitz2 on Jul 30, 2026

Plasmid Genome Database

RRID:SCR_008228
Type: Tool

Proper Citation

Plasmid Genome Database (RRID:SCR_008228)

Resource Information

URL: http://www.ebi.ac.uk/genomes/plasmid.html

Proper Citation: Plasmid Genome Database (RRID:SCR_008228)

Description: The Plasmid Genome Database aims to collate biological and genomic data
for all bacterial plasmids in the hopes of enabling rapid, interrogation of both meta- and
genomic data. Data maintained includes access to all plasmid genomes and information
on core genomic features obtained from parsing the original EMBL/DDBJ/NCBI
submission. In addition a suite of third party analyses has been performed for each
genome to supplement the original annotation. This site also links to Genome Atlases
provided by the Centre for Biological Sequence Analysis (CBS). The motivation behind the
construction of this site derived from observations from genome sequencing projects: the
abundance and inferred importance of the horizontal gene pool (HGP) in bacterial
adaptation and evolution. In so far as plasmids are autonomously replicating,
extrachromosomal elements they are a readily identifiable and accessible component of
the HGP. Also plasmids have been identified in almost all bacterial divisions, ranging in
size from less than 2 kbp to > 1.5 Mbp and as such represent a defined, yet diverse and
complex sample of genes in the HGP.

Synonyms: PGD
Resource Type: data or information resource, database

Keywords: element, evolution, extrachromosomal, gene, adaptation, atlas, autonomous,
bacterial, biological, division, genome, genomic, hgp, plasmid, pool, prokaryote databases,
replicate

Resource Name: Plasmid Genome Database
Resource ID: SCR_008228

Alternate IDs: nif-0000-21323
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Old URLSs: http://www.genomics.ceh.ac.uk/plasmiddb/
Record Creation Time: 20220129T080246+0000

Record Last Update: 20260729T044205+0000

Ratings and Alerts
No rating or validation information has been found for Plasmid Genome Database.

No alerts have been found for Plasmid Genome Database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 21 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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