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Proper Citation

Centre dEtude du Polymorphisme Humain (RRID:SCR_008026)

Resource Information

URL: http://www.cephb.fr/

Proper Citation: Centre dEtude du Polymorphisme Humain (RRID:SCR_008026)

Description: The Centre d"Etude du Polymorphisme Humain (CEPH) is a research
laboratory, the main activities of which are the setting up, storage, processing and
distribution of DNA collections for the identification of genetic factors conferring
susceptibility to complex disorders. These collections are established in partnership and
full collaboration with external French or international research groups. The Foundation
currently hosts the CEPH reference panel, the HGDP panel (Human genome Diversity
Cell Line Panel) and several collections amounting mid-2008 to more than 250 000
samples. The goal of CEPH is to understand complex multifactorial disorders necessitates
the establishment of structures facilitating access to large and integrated collection of
individuals, characterized by a large number of variables emanating from different
technologies and platforms. To achieve this goal, CEPH facilitates the setting up of
integrated analyses combining clinical, genetic and environmental data, for the
identification of susceptibility factors to complex multifactorial disorders Additionally, CEHP
allows the reception, storage, processing and distribution of biological sample collections.
At the same time, it promotes and participates in the design and setting up of genetic
studies: - in partnership and full collaboration with external research groups - giving
access to a large number of variables - in a sufficient number of subjects - allowing large
scale integrated analyses

Synonyms: CEPH
Resource Type: institution

Keywords: environmental, genome, genetic, analysis, biological, cell, clinical, disorder,
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Ratings and Alerts

No rating or validation information has been found for Centre dEtude du Polymorphisme
Humain.

No alerts have been found for Centre dEtude du Polymorphisme Humain.

Data and Source Information
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