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Proper Citation

GrainGenes (RRID:SCR_007696)

Resource Information

URL: http://wheat.pw.usda.gov

Proper Citation: GrainGenes (RRID:SCR_007696)

Description: Grain Genes is a genome database for Triticeae and Avena. It contains tools
that allow users to browse graingenes, search the MySQL database, and view maps,
genetic markers, gene expression and sequences.

Synonyms: GrainGenes

Resource Type: database, data or information resource

Keywords: agriculture, avena, plant genome, triticeae, FASEB list

Resource Name: GrainGenes

Resource ID: SCR_007696

Alternate IDs: nif-0000-02925, r3d100012363

Alternate URLs: https://doi.org/10.17616/R3D08J, https://doi.org/10.17616/R3D08J

Record Creation Time: 20220129T080243+0000

Record Last Update: 20260725T191149+0000

Ratings and Alerts

No rating or validation information has been found for GrainGenes.

No alerts have been found for GrainGenes.

Data and Source Information

https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_007696/resolver
http://wheat.pw.usda.gov


Source: SciCrunch Registry

Usage and Citation Metrics

We found 298 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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Yang X, et al. (2025) MADS31 supports female germline development by repressing the
post-fertilization programme in cereal ovules. Nature plants, 11(3), 543.

Xu C, et al. (2025) Glutathione S-transferase in mediating adaptive responses of oats
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vernalization gene TaVRN1 and regulates developmental processes in wheat. Plant
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