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Type: Tool

Proper Citation

NCBI (RRID:SCR_006472)

Resource Information

URL: http://www.ncbi.nlm.nih.gov

Proper Citation: NCBI (RRID:SCR_006472)

Description: A portal to biomedical and genomic information. NCBI creates public
databases, conducts research in computational biology, develops software tools for
analyzing genome data, and disseminates biomedical information for the better
understanding of molecular processes affecting human health and disease.

Abbreviations: NCBI

Synonyms: National Center for Biotechnology Information, NCBI - National Center for
Biotechnology Information

Resource Type: nonprofit organization

Keywords: biomedical, genomic, molecular biology, health, disease, database,
computational biology, bio.tools

Availability: Public, The community can contribute to this resource
Resource Name: NCBI

Resource ID: SCR_006472

Alternate IDs: nif-0000-00139, biotools:ncbi_resources

Alternate URLSs: https://bio.tools/ncbi_resources

Old URLSs: http://www.ncbi.nih.gov/

Record Creation Time: 20220129T080236+0000

Record Last Update: 20260725T190620+0000
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Ratings and Alerts
No rating or validation information has been found for NCBI.

No alerts have been found for NCBI.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 25993 mentions in open access literature.
Listed below are recent publications. The full list is available at kravitz2 .
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functions of Lactobacillus crispatus isolated from the reproductive tract microbiota of
Indian women. Journal of biomedical science, 33(1), 7.

Liu L, et al. (2026) Serine/threonine kinase 32 family proteins: The potential multifaceted
regulators in cancer. Translational oncology, 63, 102608.
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Li X, et al. (2026) Dynamic transcriptomic landscape of myogenesis in Muscovy ducks
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Assessment. Molecular ecology resources, 26(1), e70084.

Qi J, et al. (2026) Integrated genomic and metabolomic analysis reveals the biocontrol
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Africa. Veterinary medicine and science, 12(1), e70717.
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Gastric Cancer. Journal of proteome research, 25(1), 446.
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marmosets and mice: up-regulation of FKBP5 expression in brain microglia. Medical gas
research, 16(1), 19.

Khan A, et al. (2026) HMPV-TherResDB: Comprehensive human metapneumovirus
(HMPV) database for sequence-structure annotations, vaccine resources, and
therapeutics research. Virus research, 363, 199665.
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Klein J, et al. (2026) Duckweeds: Model organisms for research on plant sterols and
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positive feedback loop facilitates hepatocellular carcinoma malignancy progression.
International journal of oncology, 68(1).
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