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Monster

RRID:SCR_006463
Type: Tool

Proper Citation

Monster (RRID:SCR_006463)

Resource Information

URL: http://www.monster.com/

Proper Citation: Monster (RRID:SCR_006463)

Description: Global online employment solution for people seeking jobs and the
employers who need great people. They"ve been doing this for over ten years, and have
expanded from their roots as a job board to a global provider of a full array of job seeking,
career management, recruitment and talent management products and services.

Abbreviations: Monster

Synonyms: Monster.com

Resource Type: job resource

Keywords: career, advice, resume, community building portal
Resource Name: Monster

Resource ID: SCR_006463

Alternate IDs: nix_144164

Record Creation Time: 20220129T080236+0000

Record Last Update: 20260725T190620+0000

Ratings and Alerts
No rating or validation information has been found for Monster.

No alerts have been found for Monster.

Data and Source Information



https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_006463/resolver
http://www.monster.com/

Source: SciCrunch Registry

Usage and Citation Metrics

We found 78 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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Design Opportunities. Proceedings of the SIGCHI conference on human factors in
computing systems. CHI Conference, 2024, 73.

Rossi N, et al. (2024) Rare variants at KCNJ2 are associated with LDL-cholesterol levels
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related datasets. BMC medical genomics, 11(Suppl 2), 39.
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Gilly A, et al. (2018) Cohort-wide deep whole genome sequencing and the allelic
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reports, 8(1), 4451.
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vegetables and Arabidopsis thaliana. Scientific reports, 7, 40807.




