Resource Summary Report

Generated by kravitz2 on Jul 30, 2026

Enzyminer.

RRID:SCR_006241
Type: Tool

Proper Citation

Enzyminer. (RRID:SCR_006241)

Resource Information

URL.: http://bioapps.sabanciuniv.edu/enzyminer/

Proper Citation: Enzyminer. (RRID:SCR_006241)

Description: EnzyMiner automatically identifies the PubMed abstracts that contain
information on the impact of a protein level mutation on the stability or the activity of a
given enzyme. For querying EnzyMiner, please choose an enzyme from the list and
specify if you are interested in disease related abstracts or non-disease related abstracts.
For disease related abstracts, the mutation list and direct links to the abstracts will be
displayed. For those abstracts that are related to non-diseases, in addition to having the
mutation list, the abstracts are also categorized into two groups. These two groups
determine whether the mutation has an effect on the enzyme"s stability or functionality. If
your target enzyme is not in the list, please write the enzyme name to the query box. We
will run the EnzyMiner for the desired enzyme and add the results to our database.
EnzyMiner has been developed by Computational Biology Lab of Sabanci University.

Resource Type: data or information resource, service resource, database, production
service resource

Defining Citation: PMID:19758466

Resource Name: Enzyminer.

Resource ID: SCR_006241

Alternate IDs: nif-0000-06673

Record Creation Time: 20220129T080235+0000

Record Last Update: 20260729T044130+0000

Ratings and Alerts


https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_006241/resolver
http://bioapps.sabanciuniv.edu/enzyminer/
https://pubmed.ncbi.nlm.nih.gov/19758466

No rating or validation information has been found for Enzyminer..

No alerts have been found for Enzyminer..

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 2 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .

S??hngen C, et al. (2011) Development of a classification scheme for disease-related
enzyme information. BMC bioinformatics, 12, 329.

Yeniterzi S, et al. (2009) EnzyMiner: automatic identification of protein level mutations and
their impact on target enzymes from PubMed abstracts. BMC bioinformatics, 10 Suppl

8(Suppl 8), S2.



https://scicrunch.org/kravitz2/rin/sources/SCR_005400
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_006241/resolver/mentions

