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Type: Tool

Proper Citation

Michael J. Fox Foundation for Parkinsons Research (RRID:SCR_006183)

Resource Information

URL: http://michaeljfox.org/

Proper Citation: Michael J. Fox Foundation for Parkinsons Research
(RRID:SCR_006183)

Description: A Parkinson's research foundation dedicated to finding a cure for
Parkinson's disease and to ensuring the development of improved therapies. Pipeline
Programs fund investigator-initiated proposals focused on the following critical points
along the translational pathway to new therapies for Parkinson's disease.

Abbreviations: MJFF

Synonyms: Michael J. Fox Foundation for Parkinson's Research, Michael J. Fox
Foundation

Resource Type: disease-related portal, data or information resource, funding resource,
topical portal, portal

Keywords: parkinson's disease, clinical, translational, foundational, research, funding
resource

Availability: Public, Funding available to researchers

Resource Name: Michael J. Fox Foundation for Parkinsons Research

Resource ID: SCR_006183

Alternate IDs: nif-0000-00518

License URLs: https://www.michaeljfox.org/terms-and-conditions.html?navid=footer-
terms

Record Creation Time: 20220129T080234+0000

Record Last Update: 20260729T044133+0000

https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_006183/resolver
http://michaeljfox.org/


Ratings and Alerts

No rating or validation information has been found for Michael J. Fox Foundation for
Parkinsons Research.

No alerts have been found for Michael J. Fox Foundation for Parkinsons Research.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 68 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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Cox KM, et al. (2024) Detecting rhythmic spiking through the power spectra of point
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