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CateGOirizer

RRID:SCR_005737
Type: Tool

Proper Citation

CateGOrizer (RRID:SCR_005737)

Resource Information

URL.: http://www.animalgenome.org/bioinfo/tools/catego/

Proper Citation: CateGOrizer (RRID:SCR_005737)

Description: CateGOrizer takes batch input of GO term IDs in a list format or unformatted
plain text file, allows users to choose one of the available classifications such as GO_slim,
GOA, EGAD, MGI_GO_slim, GO-ROQT, or a self-defined classification list, find its
parental branch and performs an accumulative classification count, and returns the results
in a sorted table of counts, percentages, and a pie chart (if it takes longer than standard
time out period, it will email the user with a URL link to the results). This tool is comprised
with a set of perl CGI programs coupled with a MySQL DBMS that stores the GO terms
DAG data. Platform: Online tool

Abbreviations: CateGOrizer
Synonyms: GO Terms Classifications Counter

Resource Type: service resource, production service resource, analysis service resource,
data analysis service

Keywords: gene ontology, statistical analysis, slimmer-type tool, go term classification,
classification, analysis, go slim

Availability: Free for academic use

Resource Name: CateGOrizer

Resource ID: SCR_005737

Alternate IDs: nlx_149197

Record Creation Time: 20220129T080232+0000

Record Last Update: 20260731T042713+0000



https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_005737/resolver
http://www.animalgenome.org/bioinfo/tools/catego/

Ratings and Alerts
No rating or validation information has been found for CateGOrizer.

No alerts have been found for CateGOrizer.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 81 mentions in open access literature.
Listed below are recent publications. The full list is available at kravitz2 .
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