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Proper Citation

Knockout Mouse Project (RRID:SCR_005571)

Resource Information

URL: https://www.jax.org/research-and-faculty/resources/knockout-mouse-project/high-
throughput-production

Proper Citation: Knockout Mouse Project (RRID:SCR_005571)

Description: Project is providing critical tools for understanding gene function and genetic
causes of human diseases. Project KOMP is focused on generating targeted knockout
mutations in mouse ES cells. Second phase, KOMP2, relies upon successful generation
of strains of knockout mice from these ES cells. Information from JAX about their
contributions to KOMP project.

Abbreviations: KOMP, NIH KOMP

Synonyms: NIH Knockout Mouse Project, Knock-Out Mouse Project

Resource Type: data or information resource, portal, project portal

Keywords: Generating, knockout, mutation, mouse, ES cell, embryonic, stem, c57bl/6

Funding: NIH ;
NIH Blueprint for Neuroscience Research

Availability: Free, Freely available

Resource Name: Knockout Mouse Project

Resource ID: SCR_005571

Alternate IDs: nlx_145296, SCR_017527

Alternate URLs: https://grants.nih.gov/grants/guide/rfa-files/rfa-rr-06-005.html

Old URLs: http://www.nih.gov/science/models/mouse/knockout/index.html
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Record Creation Time: 20220129T080231+0000

Record Last Update: 20260731T042711+0000

Ratings and Alerts

No rating or validation information has been found for Knockout Mouse Project.

No alerts have been found for Knockout Mouse Project.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 10 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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