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Type: Tool

Proper Citation

STOP (RRID:SCR_005322)

Resource Information

URL: http://www.mooneygroup.org/stop/input

Proper Citation: STOP (RRID:SCR_005322)

Description: STOP is a multi-ontology enrichment analysis tool. It is intended to be used
to help from hypothesis about large sets of genes or proteins. The annoations used for
enrichment analysis are obtained automatically applying text descriptions of genes and
proteins to the NCBO annotator. Text for genes is found using NCBI entrez gene, and text
for proteins is found using UniProt. The text is then run though NCBO annotator with all
the available ontologies. For more information about the NCBO annotator please visit:
http://bioportal.bioontology.org/ The goal of National Center for Biomedical Ontology
(NCBO) is to support biomedical researchers in their knowledge-intensive work, by
providing online tools and a Web portal enabling them to access, review, and integrate
disparate ontological resources in all aspects of biomedical investigation and clinical
practice. A major focus of our work involves the use of biomedical ontologies to aid in the
management and analysis of data derived from complex experiments. This work is an
expansion of the work of Rob Tirrell and others on RANSUM This probject would not be
possible without the contributions of Emily Howe, Uday Evani, Corey Powell, Mathew
Fleisch, Tobias Wittkop, Ari Berman, Nigam Shah and Sean Mooney An account is
required.

Abbreviations: STOP

Synonyms: Statistical Tracking of Ontological Phrases, Statistical Tracking of Ontological
Phrases (STOP)

Resource Type: data analysis service, service resource, production service resource,
analysis service resource

Keywords: gene ontology, resource:go, gene, protein, annotation
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Ratings and Alerts
No rating or validation information has been found for STOP.

No alerts have been found for STOP.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 451 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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