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Proper Citation

TFSEARCH: Searching Transcription Factor Binding Sites (RRID:SCR_004262)

Resource Information

URL: http://diyhpl.us/~bryan/irc/protocol-online/protocol-cache/TFSEARCH.html

Proper Citation: TFSEARCH: Searching Transcription Factor Binding Sites
(RRID:SCR_004262)

Description: The TFSEARCH searches highly correlated sequence fragments against
TFMATRIX transcription factor binding site profile database in the "TRANSFAC"
databases developed at GBF-Braunschweig, Germany. The TFSEARCH program was
written by Yutaka Akiyama (Kyoto University, currently at RWCP) in 1995.

Synonyms: TFSEARCH: DNA Transcription Factor Binding Site Prediction,
Transcriptional Factor Search, TFSEARCH

Resource Type: service resource, production service resource, analysis service resource,
data analysis service

Defining Citation: PMID:9399875

Keywords: vertebrate, arthropod, plant, yeast, dna, sequence, FASEB list

Resource Name: TFSEARCH: Searching Transcription Factor Binding Sites

Resource ID: SCR_004262

Alternate IDs: nlx_27602

Old URLs: http://www.cbrc.jp/research/db/TFSEARCH.html

Record Creation Time: 20220129T080223+0000

Record Last Update: 20260731T042655+0000

Ratings and Alerts

https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_004262/resolver
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_004262/resolver
http://diyhpl.us/~bryan/irc/protocol-online/protocol-cache/TFSEARCH.html
https://pubmed.ncbi.nlm.nih.gov/9399875


No rating or validation information has been found for TFSEARCH: Searching
Transcription Factor Binding Sites.

No alerts have been found for TFSEARCH: Searching Transcription Factor Binding Sites.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 214 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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