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Resource Information

URL: http://caintegrator-info.nci.nih.gov/rembrandt

Proper Citation: Glioma Molecular Dignostic Initiatives (RRID:SCR_003329)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented on April
28,2023. An initiative to develop a molecular classification schema that is both clinically
and biologically meaningful, based on gene expression and genomic data from tumors
(Gliomas) of patients who will be prospectively followed through natural history and
treatment phase of their illness. The study will also explore gene expression profiles to
determine the responsiveness of the patients and correlate with discrete chromosomal
abnormalities. The initiative was designed to obtain a large amount of molecular data on
DNA and RNA of freshly collected tumor samples that were collected, processed and
analyzed in a standardized fashion to allow for large-scale cross sample analysis. The
sample collection is accompanied by careful and prospective clinical data acquisition,
allowing a variety of matched molecular and clinical data permitting a wide variety of
analyses. GMDI has accrued fresh frozen tumors in the retrospective phase (all from the
Henry Ford Hospital, without germline DNA) and fresh frozen tumors in the prospective
phase (from a variety of institutions). In addition to characterizing the samples from
patients enrolled in GMDI, the microarray group has generated genomic-scale analyses of
the many human and canine glioma initiating cells/glioma stem cells (GIC/GSC) lines, as
well as many canine and murine normal neural stem cell (NSC) lines produced in
laboratory.

Abbreviations: GMDI

Synonyms: Glioma Molecular Diagnostic Initiative: Characterizing Brain Tumor Data

Resource Type: service resource, data repository, controlled vocabulary, standard
specification, data or information resource, narrative resource, storage service resource

Keywords: molecular neuroanatomy resource, molecular data, clinical data, genomic
analyses, genomics, gene, expression array, snp array, gene expression, microarray,
glioma initiating cell, glioma stem cell, protein, glioma, molecular, diagnostic, dna, rna,
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tumor, tissue, blood, plasma, data repository

Related Condition: Glioma, Brain cancer, Brain tumor

Funding: NCI

Availability: THIS RESOURCE IS NO LONGER IN SERVICE

Resource Name: Glioma Molecular Dignostic Initiatives

Resource ID: SCR_003329

Alternate IDs: nif-0000-31950

Alternate URLs:
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Ratings and Alerts

No rating or validation information has been found for Glioma Molecular Dignostic
Initiatives.

No alerts have been found for Glioma Molecular Dignostic Initiatives.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 17 mentions in open access literature.
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