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Proper Citation

Amplify (RRID:SCR_002956)

Resource Information

URL: http://engels.genetics.wisc.edu/amplify/

Proper Citation: Amplify (RRID:SCR_002956)

Description: A freeware Macintosh program for simulating and testing polymerase chain
reactions (PCRs) that can also be used as a tool for designing primers by evaluating
candidates. It's a program to simulate the polymerase chain reaction. You specify a target
sequence and primers, and it predicts the result. It's useful for planning experiments,
testing primers and teaching about PCR. Amplify draws a diagram of the predicted results
showing all expected primer matches and amplified fragments. Clicking on any of these
objects gives additional information about them.

Abbreviations: Amplify
Synonyms: Amplify 3
Resource Type: simulation software, software resource, software application

Keywords: amplify, simulation, polymerase chain reaction, macos x, primer design, target
sequence, primer

Availability: Free, Available for download, Freely available
Resource Name: Amplify

Resource ID: SCR_002956

Alternate IDs: nif-0000-30103

Record Creation Time: 20220129T080216+0000

Record Last Update: 20260731T042645+0000

Ratings and Alerts


https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_002956/resolver
http://engels.genetics.wisc.edu/amplify/

No rating or validation information has been found for Amplify.

No alerts have been found for Amplify.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 538 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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