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Proper Citation

Plant Metabolic Network (RRID:SCR_002888)

Resource Information

URL: http://www.plantcyc.org/

Proper Citation: Plant Metabolic Network (RRID:SCR_002888)

Description: Collaborative project to bring together biochemical pathway databases and
research communities focused on plant metabolism. Used to build broad network of plant
metabolic pathway databases. Central feature of PMN is PlantCyc, comprehensive plant
biochemical pathway database, containing curated information from literature and
computational analyses about genes, enzymes, compounds, reactions, and pathways
involved in primary and secondary metabolism.

Synonyms: Plant Biochemical Pathway Databases

Resource Type: data or information resource, portal, project portal

Keywords: e. coli, gene, arabidopsis, barley, coffee, database, genome, grass, homolog,
maize, medicago, oats, pathway, pepper, plant, potato, rice, rye, sorghum, species,
taxonomy, tomato, wheat, ontology

Resource Name: Plant Metabolic Network

Resource ID: SCR_002888

Alternate IDs: nif-0000-25602, SCR_003778, nlx_15806

Record Creation Time: 20220129T080215+0000

Record Last Update: 20260731T042644+0000

Ratings and Alerts

No rating or validation information has been found for Plant Metabolic Network.

No alerts have been found for Plant Metabolic Network.

https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_002888/resolver
http://www.plantcyc.org/


Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 149 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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21.
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single and combined effects of salinity, heat, cold and drought in Arabidopsis. Physiologia
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64(12), 1563.
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Perez-Matas E, et al. (2023) Exploring the Interplay between Metabolic Pathways and
Taxane Production in Elicited Taxus baccata Cell Suspensions. Plants (Basel,
Switzerland), 12(14).
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plant science, 14, 1235686.
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pathways. Scientific reports, 13(1), 21023.
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graecum L.). Scientific reports, 12(1), 13534.
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Tan YC, et al. (2022) Bioinformatics approaches and applications in plant biotechnology.
Journal, genetic engineering & biotechnology, 20(1), 106.
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253(3), 73.
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camalexin biosynthesis genes in response to a pathogen signal in Arabidopsis. eLife, 10.

Vo KTX, et al. (2021) Proteomics and Metabolomics Studies on the Biotic Stress
Responses of Rice: an Update. Rice (New York, N.Y.), 14(1), 30.
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Ceccarelli AV, et al. (2021) Foliar Application of Different Vegetal-Derived Protein
Hydrolysates Distinctively Modulates Tomato Root Development and Metabolism. Plants
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Allwood JW, et al. (2021) Assessing the impact of nitrogen supplementation in oats across
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Qin G, et al. (2020) Diversity of metabolite accumulation patterns in inner and outer seed
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