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Proper Citation

Tribolium castaneum Genome Project (RRID:SCR_002848)

Resource Information

URL: http://www.hgsc.bcm.tmc.edu/content/red-flour-beetle-genome-project

Proper Citation: Tribolium castaneum Genome Project (RRID:SCR_002848)

Description: This portal provides information about the Tribolium castabeum Genome
Project. The Tribolium castaneum genome sequence and its analysis has been published
in Nature, two companion journal issues (IBMB and DGE) and numerous other
publications listed below. The red flour beetle, Tribolium castaneum, a common pest that
is also a genetic model for the Coleoptera. The genome has been sequenced to 7-fold
coverage using a whole genome shotgun approach and assembled using the HGSC's
assembly engine, Atlas, with methods employed for the Drosophila pseudoobscura
genome assembly. Approximately 90% of the genome sequence has been mapped to
chromosomes in collaboration with Dick Beeman (USDA ARS) and Sue Brown (Kansas
State University). Access to the Data :- Genome Assembly: The long term home of the
Tribolium genome is Beetlebase. Tcas 3.0 is now available in GenBank and on our FTP
site. Note there are no restrictions of any kind on the Tribolium data as it has been
published. Version 2 of the assembly, Tcas_2.0 is available for download using the FTP
Data link in the sidebar. The assembly is described in detail in the README in that
directory. T.cas_1.0 was a preliminary genome assembly that did not include large insert
paired end information and has been moved to a previous assemblies folder. A genboree
browser of the Tcas2.0 sequence is available here: There are also links to the genboree
browser from the blast results (at the bottom of each reported HSP) if you use the blast
server on this page. The original linear scaffold file,
Tcas2.0/linearScaffolds/Tcas20050914-genome, posted on the ftp site did not include
singleton contigs from the assembly and thus did not fully reflect the tribolium genome
sequence, missing ~4.4Mb of sequence in 1860 contigs and reptigs or approximately
2.5% of the assembled sequence. A corrected Tcas20051011-genome file containing
these missing sequences is now available on the ftp site. The blast databases have also
been updated to reflect this change. All other data is correct, and not affected by this
change. :- BLAST Searches: The BLAST link is located in the sidebar. :* Linearized
chromosome and unplaced scaffold sequences :* Assembled contigs :* Bin0 unassembled
reads and Repeat reads Traces are available from the NCBI Trace Archive by using the
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link in the sidebar, or by using NCBI MegaBLAST with a same species or cross species
query. Sponsors: Funding for this project has been provided by the National Human
Genome Research Institute (NHGRI U54 HG003273), which is part of the National
Institutes of Health (NIH), and the U.S. Department of Agriculture's Agricultural Research
Service (USDA ARS Agreement No. 58-5430-3-338).
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Keywords: genetic, chromosome, coleoptera, drosophila, genome, model, pest, red flour
beetle, sequence, tribolium castaneum

Availability: Free, Freely available

Resource Name: Tribolium castaneum Genome Project

Resource ID: SCR_002848

Alternate IDs: nif-0000-25607

Old URLs: http://www.hgsc.bcm.tmc.edu/project-species-i-
Tribolium%20castaneum.hgsc?pageLocation=Tribolium%20castaneum

Record Creation Time: 20220129T080215+0000

Record Last Update: 20260729T044032+0000

Ratings and Alerts

No rating or validation information has been found for Tribolium castaneum Genome
Project.

No alerts have been found for Tribolium castaneum Genome Project.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 8 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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