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Gene Ontology

RRID:SCR_002811
Type: Tool

Proper Citation

Gene Ontology (RRID:SCR_002811)

Resource Information

URL: http://www.geneontology.org/

Proper Citation: Gene Ontology (RRID:SCR_002811)

Description: Computable knowledge regarding functions of genes and gene products.
GO resources include biomedical ontologies that cover molecular domains of all life forms
as well as extensive compilations of gene product annotations to these ontologies that
provide largely species-neutral, comprehensive statements about what gene products do.
Used to standardize representation of gene and gene product attributes across species
and databases.

Abbreviations: GO
Synonyms: the Gene Ontology, GO, Gene Ontology Resource, Gene Ontology

Resource Type: knowledge environment resource, data or information resource,
organization portal, project portal, consortium, portal

Defining Citation: PMID:23161678, PMID:10802651

Keywords: gene, product, annotation, molecular, function, cellular, biological, role,
database, query, obo, gold standard, bio.tools, FASEB list

Funding: European Union QLRI-CT-2001-0098;
European Union QLRI-CT-2001-00015;
NHGRI P41 HG002273

Availability: Free, Freely available, Available for download
Resource Name: Gene Ontology
Resource ID: SCR_002811

Alternate IDs: biotools:go, OMICS 02278, nif-0000-02915
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http://www.geneontology.org/
https://pubmed.ncbi.nlm.nih.gov/23161678
https://pubmed.ncbi.nlm.nih.gov/10802651

Alternate URLSs: http://bioportal.bioontology.org/ontologies/GO, https://bio.tools/go
Record Creation Time: 20220129T080215+0000

Record Last Update: 20260729T044032+0000

Ratings and Alerts
No rating or validation information has been found for Gene Ontology.

No alerts have been found for Gene Ontology.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 10623 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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