
Resource Summary Report

Generated by kravitz2 on Jul 31, 2026

PharmGKB
RRID:SCR_002689
Type: Tool

Proper Citation

PharmGKB (RRID:SCR_002689)

Resource Information

URL: http://www.pharmgkb.org/

Proper Citation: PharmGKB (RRID:SCR_002689)

Description: Database and central repository for genetic, genomic, molecular and cellular
phenotype data and clinical information about people who have participated in
pharmacogenomics research studies. The data includes, but is not limited to, clinical and
basic pharmacokinetic and pharmacogenomic research in the cardiovascular, pulmonary,
cancer, pathways, metabolic and transporter domains. PharmGKB welcomes submissions
of primary data from all research into genes and genetic variation and their effects on drug
and disease phenotypes. PharmGKB collects, encodes, and disseminates knowledge
about the impact of human genetic variations on drug response. They curate primary
genotype and phenotype data, annotate gene variants and gene-drug-disease
relationships via literature review, and summarize important PGx genes and drug
pathways. PharmGKB is part of the NIH Pharmacogenomics Research Network (PGRN),
a nationwide collaborative research consortium. Its aim is to aid researchers in
understanding how genetic variation among individuals contributes to differences in
reactions to drugs. A selected subset of data from PharmGKB is accessible via a SOAP
interface. Downloaded data is available for individual research purposes only. Drugs with
pharmacogenomic information in the context of FDA-approved drug labels are cataloged
and drugs with mounting pharmacogenomic evidence are listed.

Abbreviations: PharmGKB

Synonyms: Pharmacogenomics Knowledge Base

Resource Type: service resource, data repository, data set, data access protocol,
software resource, web service, data or information resource, database, storage service
resource

Defining Citation: PMID:11908751

https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_002689/resolver
http://www.pharmgkb.org/
https://pubmed.ncbi.nlm.nih.gov/11908751


Keywords: pharmacogenomics, microarray, pathway, phenotype, snp array, genotype,
clinical, genetic variation, drug, gene, genetic variation, disease, cardiovascular,
pulmonary, cancer, metabolic, transporter, drug response, small molecule, research, drug
response, FASEB list

Funding: NIGMS R24 GM61374

Availability: Free, Freely available

Resource Name: PharmGKB

Resource ID: SCR_002689

Alternate IDs: nif-0000-00414, OMICS_01586, r3d100012325

Alternate URLs: https://doi.org/10.17616/R31H1N

License: Creative Commons Attribution-Sharealike License, v4

Record Creation Time: 20220129T080214+0000

Record Last Update: 20260731T042642+0000

Ratings and Alerts

No rating or validation information has been found for PharmGKB.

No alerts have been found for PharmGKB.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 1152 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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