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Proper Citation

IDbases (RRID:SCR_002378)

Resource Information

URL: http://bioinf.uta.fi/base_root/

Proper Citation: IDbases (RRID:SCR_002378)

Description: IDbases are locus-specific databases for immunodeficiency-causing
mutations. Our aim is to establish database for every immunodeficiency or provide links to
those maintained elsewhere. IDbases contain in addition to gene mutation, also
information about clinical presentation. Information has been collected from literature as
well as received directly from researchers. It would be most glad if those analyzing
mutations would send their information by using the interactive web submission available
in each database. A number of articles have been published related to IDbases. IDbases
are curated and distributed with proprietary MUTbase software suite.

Synonyms: IDbases

Resource Type: service resource, data repository, data or information resource,
database, storage service resource

Defining Citation: PMID:17004234

Keywords: gene, clinical, database, immunodeficiency, immunological database, locus,
mutation, presentation, specific

Resource Name: IDbases

Resource ID: SCR_002378

Alternate IDs: nif-0000-21214

Record Creation Time: 20220129T080213+0000

Record Last Update: 20260731T042636+0000

Ratings and Alerts

https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_002378/resolver
http://bioinf.uta.fi/base_root/
https://pubmed.ncbi.nlm.nih.gov/17004234


No rating or validation information has been found for IDbases.

No alerts have been found for IDbases.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 16 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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