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Proper Citation

UD Chick EST Project (RRID:SCR_002236)

Resource Information

URL: http://www.chickest.udel.edu/

Proper Citation: UD Chick EST Project (RRID:SCR_002236)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented on October
28,2025. A chicken EST Web site has been created to provide access to the data, and a
set of unique sequences has been deposited with GenBank. This site contains over
40,000 EST sequences from the chicken cDNA libraries in the University of Delaware
collection. Users can perform keyword searches, BLAST nucleotide sequences against
our database, view clusters of similar or overlapping clones, and order clones. The cDNA
and gene sequences of many mammalian cytokines and their receptors are known.
However, corresponding information on avian cytokines is limited due to the lack of cross-
species activity at the functional level or strong homology at the molecular level. To
improve the efficiency of identifying cytokines and novel chicken genes, a directionally
cloned cDNA library from T-cell-enriched activated chicken splenocytes was constructed,
and the partial sequence of 5251 clones was obtained. Sequence clustering indicates that
2357 (42%) of the clones are present as a single copy, and 2961 are distinct clones,
demonstrating the high level of complexity of this library. Comparisons of the sequence
data with known DNA sequences in GenBank indicate that approximately 25% of the
clones match known chicken genes, 39% have similarity to known genes in other species,
and 11% had no match to any sequence in the database. Several previously
uncharacterized chicken cytokines and their receptors were present in our library. This
collection provides a useful database for cataloging genes expressed in T cells and a
valuable resource for future investigations of gene expression in avian immunology.
Therefore, the Chick EST database was created.

Synonyms: U.D. Chick EST Database, University of Delaware Chick EST Project,
University of Delaware Chick EST Database

Resource Type: cell repository, biomaterial supply resource, material resource

Defining Citation: PMID:16554550

https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_002236/resolver
http://www.chickest.udel.edu/
https://pubmed.ncbi.nlm.nih.gov/16554550


Keywords: gene, avian, cdna, chicken, clone, cytokine, dna, homology, immunology,
mammalian, molecular, nucleotide, poultry, receptor, sequence, splenocyte, t cell

Availability: THIS RESOURCE IS NO LONGER IN SERVICE

Resource Name: UD Chick EST Project

Resource ID: SCR_002236

Alternate IDs: nif-0000-20971

Record Creation Time: 20220129T080212+0000

Record Last Update: 20260728T043125+0000

Ratings and Alerts

No rating or validation information has been found for UD Chick EST Project.

No alerts have been found for UD Chick EST Project.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 18 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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