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Proper Citation

LYSIS (RRID:SCR_001385)

Resource Information

URL: http://bmsr.usc.edu/software/lysis/

Proper Citation: LYSIS (RRID:SCR_001385)

Description: Interactive software of a set of modular programs (each performing a
specific task) that provide an integrated computing environment for data analysis and
system modeling. Unique capabilities of LYSIS include input-output nonlinear system
modeling and the novel methodology of Principal Dynamic Modes (PDMs). LYSIS is
currently available in two versions: one for LYSIS 7.1 Windows and one for LYSIS 7.2
Matlab. Early versions are also available for UNIX environments, distributed as source
code that can be compiled for each UNIX implementation (e.g., Solaris, HPUX, Linux).
Specific features of LYSIS that cannot be found in commercially available packages
include the efficient kernel estimation using Laguerre expansions and the use of Principal
Dynamic Modes (PDMs). These enable input-output modeling of dynamic nonlinear
systems with relatively short data-records (even in the presence of considerable noise).
System Requirements * Operating System ** Windows XP/Vista/7 ** Sun/Unix: Solaris 2.x

Abbreviations: LYSIS

Resource Type: data processing software, software toolkit, data analysis software,
source code, simulation software, software resource, software application

Keywords: modeling, data analysis, system modeling, analysis, nonlinear, principal
dynamic modes, nonlinear modeling, windows, matlab

Funding: NIBIB P41-EB001978;
NCRR P41-RR01861

Availability: Free, Freely Available

Resource Name: LYSIS

Resource ID: SCR_001385
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Alternate IDs: nlx_152571

Record Creation Time: 20220129T080207+0000

Record Last Update: 20260731T042613+0000

Ratings and Alerts

No rating or validation information has been found for LYSIS.

No alerts have been found for LYSIS.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 55 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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Biomarker for Therapeutic Monitoring and Clinical Outcome in Breast Cancer. Asian
Pacific journal of cancer prevention : APJCP, 20(4), 1223.

Tovell H, et al. (2019) Design and Characterization of SGK3-PROTAC1, an Isoform
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