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Golden Helix GenomeBrowse
RRID:SCR_001213
Type: Tool

Proper Citation

Golden Helix GenomeBrowse (RRID:SCR_001213)

Resource Information

URL: http://www.goldenhelix.com/GenomeBrowse/index.html

Proper Citation: Golden Helix GenomeBrowse (RRID:SCR_001213)

Description: Software tool that delivers visualizations of your genomic data that give you
the power to see what is occurring at each base pair in your samples. A high performance
backend is paired with an user interface to make sure that your discovery process is fluid
and streamlined.

Abbreviations: GenomeBrowse

Resource Type: data processing software, commercial organization, data visualization
software, software resource, software application

Keywords: Golden Helix, variant, visualization, genome

Availability: Free, Available for download, Freely available

Resource Name: Golden Helix GenomeBrowse

Resource ID: SCR_001213

Alternate IDs: OMICS_02129

Record Creation Time: 20220129T080206+0000

Record Last Update: 20260731T042611+0000

Ratings and Alerts

No rating or validation information has been found for Golden Helix GenomeBrowse.

No alerts have been found for Golden Helix GenomeBrowse.

https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_001213/resolver
http://www.goldenhelix.com/GenomeBrowse/index.html


Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 2 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .

Mangone FR, et al. (2015) ATM gene mutations in sporadic breast cancer patients from
Brazil. SpringerPlus, 4, 23.

O'Rawe JA, et al. (2015) TAF1 Variants Are Associated with Dysmorphic Features,
Intellectual Disability, and Neurological Manifestations. American journal of human
genetics, 97(6), 922.

https://scicrunch.org/kravitz2/rin/sources/SCR_005400
https://scicrunch.org/kravitz2/data/record/nlx_144509-1/RRID:SCR_001213/resolver/mentions

