
Resource Summary Report

Generated by kravitz2 on Jul 29, 2026

ENCODE Project Antibody validation HA-E2F1
RRID:AB_2314672
Type: Antibody

Proper Citation

Covance Cat# MMS-101P, RRID:AB_2314672

Antibody Information

URL: http://antibodyregistry.org/AB_2314672

Proper Citation: Covance Cat# MMS-101P, RRID:AB_2314672

Target Antigen: HA-E2F1

Host Organism: mouse

Clonality: monoclonal

Comments: Mouse monoclonal antibody HA.11 clone 16B12 was raised against the
twelve amino acid peptide CYPYDVPDYASL. This second-generation HA antibody is an
excellent substitute for the 12CA5 monoclonal antibody. The HA.11 antibody recognizes
the influenza hemagglutinin epitope (YPYDVPDYA) which has been used extensively as a
general epitope tag in expression vectors. The extreme specificity of the antibody allows
unambiguous identification and quantitative analysis of the tagged protein. The HA.11
antibody recognizes HA epitopes located in the middle of protein sequences as well as at
the N- or C-terminus. Antibody Target: HA-E2F1
Validation: ENCODE PROJECT validation information available

Antibody Name: ENCODE Project Antibody validation HA-E2F1

Description: This monoclonal targets HA-E2F1

Target Organism: human

Antibody ID: AB_2314672

Vendor: Covance

Catalog Number: MMS-101P

Record Creation Time: 20250820T013348+0000

Record Last Update: 20250820T111539+0000

https://scicrunch.org/kravitz2
https://scicrunch.org/kravitz2/data/record/nif-0000-07730-1/AB_2314672/resolver
http://antibodyregistry.org/AB_2314672


Ratings and Alerts

ENCODE PROJECT External validation for lot: unknown is available under
ENCODE ID: ENCAB000ASV - ENCODE
https://www.encodeproject.org/antibodies/ENCAB000ASV

No alerts have been found for ENCODE Project Antibody validation HA-E2F1.

Data and Source Information

Source: Antibody Registry

Usage and Citation Metrics

We found 105 mentions in open access literature.

Listed below are recent publications. The full list is available at kravitz2 .
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