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Polygenic Score Catalog

RRID:SCR_023558
Type: Tool

Proper Citation

Polygenic Score Catalog (RRID:SCR_023558)

Resource Information

URL: https://www.pgscatalog.org/

Proper Citation: Polygenic Score Catalog (RRID:SCR_023558)

Description: Open database of polygenic scores and relevant metadata required for
accurate application and evaluation. Used for reproducibility and systematic evaluation.

Synonyms: The Polygenic Score (PGS) Catalog
Resource Type: database, data or information resource

Defining Citation: PMID:33692568

Keywords: polygenic scores and relevant metadata, reproducibility and systematic
evaluation,

Funding: UK Medical Research Council ;

British Heart Foundation ;

National Institute for Health Research ;

Health Data Research UK ;

Munz Chair of Cardiovascular Prediction and Prevention ;
NHGRI U41HGO007823;

European Molecular Biology Laboratory ;

Canadian Institutes of Health Research postdoctoral fellowship

Availability: Free, Freely available,

Resource Name: Polygenic Score Catalog
Resource ID: SCR_023558

Record Creation Time: 20230510T050220+0000

Record Last Update: 20260808T190436+0000



https://scicrunch.org/T1D
https://scicrunch.org/T1D/data/record/nlx_144509-1/SCR_023558/resolver
https://www.pgscatalog.org/
https://pubmed.ncbi.nlm.nih.gov/33692568

Ratings and Alerts
No rating or validation information has been found for Polygenic Score Catalog.

No alerts have been found for Polygenic Score Catalog.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 139 mentions in open access literature.
Listed below are recent publications. The full list is available at T1D .
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