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Proper Citation

ProteinLynx Global Server (RRID:SCR_016664)

Resource Information

URL: http://www.waters.com/waters/en_PL/ProteinLynx-Global-SERVER-
%28PLGS%29/nav.htm?cid=513821&locale=en_PL

Proper Citation: ProteinLynx Global Server (RRID:SCR_016664)

Description: Platform for quantitative and qualitative proteomics research for Waters
Corporation proteomics systems.

Abbreviations: PLGS

Synonyms: ProteinLynx Global SERVER™ (PLGS), ProteinLynx Global Server, PLGS,
ProteinLynx Global Server (PLGS), Protein Lynx Global Server 2.4, Protein Lynx Global
Server

Resource Type: portal, service resource, data or information resource, organization portal

Keywords: Waters Corporation, quantitative, qualitative, proteomics, research, system

Resource Name: ProteinLynx Global Server

Resource ID: SCR_016664

Record Creation Time: 20220129T080331+0000

Record Last Update: 20260728T043520+0000

Ratings and Alerts

No rating or validation information has been found for ProteinLynx Global Server.

No alerts have been found for ProteinLynx Global Server.

Data and Source Information

https://scicrunch.org/T1D
https://scicrunch.org/T1D/data/record/nlx_144509-1/SCR_016664/resolver
http://www.waters.com/waters/en_PL/ProteinLynx-Global-SERVER-%28PLGS%29/nav.htm?cid=513821&locale=en_PL
http://www.waters.com/waters/en_PL/ProteinLynx-Global-SERVER-%28PLGS%29/nav.htm?cid=513821&locale=en_PL


Source: SciCrunch Registry

Usage and Citation Metrics

We found 197 mentions in open access literature.

Listed below are recent publications. The full list is available at T1D .
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their targeting by stapled BAD BH3 helices. Nature communications, 16(1), 8623.

?miga M, et al. (2025) cAMP-independent Crp homolog adds to the multi-layer regulatory
network in Porphyromonas gingivalis. Frontiers in cellular and infection microbiology, 15,
1535009.
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communications, 16(1), 4090.
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63(1), 126.
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fucose dehydrogenase, the initial enzyme of the L-fucose degradation pathway. The
Journal of biological chemistry, 300(8), 107501.
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domain cross-talk. The Biochemical journal, 481(4), 313.

Lewis BR, et al. (2024) Mg2+-dependent mechanism of environmental versatility in a
multidrug efflux pump. bioRxiv : the preprint server for biology.
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retention and degradation to inhibit MHC class I expression. Nature communications,
15(1), 8069.
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Spectrometry Applications. Analytical chemistry, 96(15), 5869.
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