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Proper Citation

VDJ Server (RRID:SCR_014356)

Resource Information

URL: https://vdjserver.org/

Proper Citation: VDJ Server (RRID:SCR_014356)

Description: A web application immune repertoire management, analysis, and archiving.
Users can collaborate and share data either privately or publicly. Users can perform a
variety of tasks, such as create and share projects with other users, conduct pre-
processing tasks on single end reads, run IgBlast, and obtain basic repertoire
characterization results for B cell receptor and T cell receptor repertoires.

Synonyms: VDJServer

Resource Type: software application, web application, data analysis software, software
resource, data processing software, collaboration tool

Keywords: omics data, web application, scalable resource, immune repertoire

Funding: NIAID 1R01A1097403

Availability: Free, Open source analysis software is available for local use

Resource Name: VDJ Server

Resource ID: SCR_014356

Alternate URLs: http://wiki.vdjserver.org/vdjserver/index.php/VDJServer_Wiki

Record Creation Time: 20220129T080320+0000

Record Last Update: 20260729T044325+0000

Ratings and Alerts

https://scicrunch.org/T1D
https://scicrunch.org/T1D/data/record/nlx_144509-1/SCR_014356/resolver
https://vdjserver.org/


No rating or validation information has been found for VDJ Server.

No alerts have been found for VDJ Server.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 16 mentions in open access literature.

Listed below are recent publications. The full list is available at T1D .
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