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Type: Tool

Proper Citation

Joslin Diabetes Center Advanced Genomics and Genetics Core Facility
(RRID:SCR_009873)

Resource Information

URL: https://joslinresearch.org/drc-cores/Advanced-Genomics-and-Genetics-Core

Proper Citation: Joslin Diabetes Center Advanced Genomics and Genetics Core Facility
(RRID:SCR_009873)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented on October
27,2023. Core that provides services for genetic and genomic analysis, including DNA
extraction from blood, access to DNA collections from the Core?s repository, SNP
genotyping, and support for gene expression studies based on both high-density
oligonucleotide arrays and real-time quantitative PCR.

Resource Type: access service resource, service resource, core facility

Keywords: gene analysis, genome analysis, dna extraction, gene expression service
Related Condition: Diabetes

Funding: NIDDK P30DK036836

Availability: THIS RESOURCE IS NO LONGER IN SERVICE

Resource Name: Joslin Diabetes Center Advanced Genomics and Genetics Core Facility
Resource ID: SCR_009873

Alternate IDs: nIx_156350

Record Creation Time: 20220129T080255+0000

Record Last Update: 20260729T044228+0000

Ratings and Alerts


https://scicrunch.org/T1D
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No rating or validation information has been found for Joslin Diabetes Center Advanced
Genomics and Genetics Core Facility.

No alerts have been found for Joslin Diabetes Center Advanced Genomics and Genetics
Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 590 mentions in open access literature.
Listed below are recent publications. The full list is available at T1D .
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