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Proper Citation

WebGestalt: WEB-based GEne SeT AnaLysis Toolkit (RRID:SCR_006786)

Resource Information

URL: http://www.webgestalt.org/

Proper Citation: WebGestalt: WEB-based GEne SeT AnaLysis Toolkit
(RRID:SCR_006786)

Description: Web based gene set analysis toolkit designed for functional genomic,
proteomic, and large-scale genetic studies from which large number of gene lists (e.g.
differentially expressed gene sets, co-expressed gene sets etc) are continuously
generated. WebGestalt incorporates information from different public resources and
provides a way for biologists to make sense out of gene lists. This version of WebGestalt
supports eight organisms, including human, mouse, rat, worm, fly, yeast, dog, and
zebrafish.

Abbreviations: WebGestalt

Synonyms: GOTM, Gene Ontology Tree Machine, WebGestalt2, WEB-based GEne SeT
AnalLysis Toolkit, WebGestalt

Resource Type: software resource, web application, data access protocol, web service

Defining Citation: PMID:24233776, PMID:15980575, PMID:14975175

Keywords: proteomic, gene expression, genome wide association study, statistical
analysis, functional genomics, protein protein interaction, pathway, regulatory module,
analysis toolkit, web application

Funding: NIAAA UO1 AA016662;
NIAAA UO1 AA013512;

NIDA P01 DA015027;

NIMH P50 MHO078028;

NIMH P50 MH096972;

NCI U24 CA159988,;

NIGMS R01 GM088822



https://scicrunch.org/T1D
https://scicrunch.org/T1D/data/record/nlx_144509-1/SCR_006786/resolver
http://www.webgestalt.org/
https://pubmed.ncbi.nlm.nih.gov/24233776
https://pubmed.ncbi.nlm.nih.gov/15980575
https://pubmed.ncbi.nlm.nih.gov/14975175

Availability: Free, Freely available

Resource Name: WebGestalt: WEB-based GEne SeT AnaLysis Toolkit
Resource ID: SCR_006786

Alternate IDs: OMICS_02222, nif-0000-30622

Old URLs: http://bioinfo.vanderbilt.edu/webgestalt/

Record Creation Time: 20220129T080238+0000

Record Last Update: 20260729T044137+0000

Ratings and Alerts

No rating or validation information has been found for WebGestalt: WEB-based GEne SeT
AnaLysis Toolkit.

No alerts have been found for WebGestalt: WEB-based GEne SeT AnalLysis Toolkit.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 2760 mentions in open access literature.
Listed below are recent publications. The full list is available at T1D .
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Kang SU, et al. (2025) Dissecting the molecular landscape of Parkinson's disease and
Parkinson's disease dementia using highly efficient SnRNA-seq (HIF-snRNA-seq). bioRxiv
: the preprint server for biology.

Picone JA, et al. (2025) The function of the ZFP189 transcription factor in the nucleus
accumbens facilitates cocaine-specific transcriptional and behavioral adaptations.
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Obare LM, et al. (2025) CD3+ T-cell: CD14+ monocyte complexes are dynamic and
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Oguz AK, et al. (2025) The Platelet-Specific Gene Signature in the Immunoglobulin G4-
Related Disease Transcriptome. Medicina (Kaunas, Lithuania), 61(1).

Liang J, et al. (2025) Transcriptomic Insights into Post-Spawning Death and Muscle
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Alzheimer's disease in elderly patients using high-throughput RNA sequencing data and
next-generation knowledge discovery methods: Focus on potential gene signatures and
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