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International Institute of Molecular and Cell Biology
In Warsaw, Biophysics and Bioanalytics Facility

RRID:SCR_021630
Type: Tool

Proper Citation

International Institute of Molecular and Cell Biology in Warsaw, Biophysics and
Bioanalytics Facility (RRID:SCR_021630)

Resource Information

URL: http://core-facility.iimcb.gov.pl/

Proper Citation: International Institute of Molecular and Cell Biology in Warsaw,
Biophysics and Bioanalytics Facility (RRID:SCR_021630)

Description: Offers comprehensive selection of molecular biophysics techniques such as
SPR, SEC-MALS, AUC, ITC, CD, FT-IR useful in characterization of macromolecule size
and intermolecular interactions.

Synonyms: International Institute of Molecular and Cell Biology IIMCB-Biophysics and
Structural Biology Core Facility, IMCB-Biophysics and Structural Biology Facility

Resource Type: core facility, service resource, access service resource
Keywords: USEDit, ABRF, molecular biophysics techniques
Availability: open

Resource Name: International Institute of Molecular and Cell Biology in Warsaw,
Biophysics and Bioanalytics Facility

Resource ID: SCR_021630

Alternate IDs: ABRF_1068

Alternate URLSs: https://coremarketplace.org/?FacilitylD=1068
Record Creation Time: 20220129T080356+0000

Record Last Update: 20260731T043104+0000

Ratings and Alerts


https://scicrunch.org/T1D
https://scicrunch.org/T1D/data/record/nlx_144509-1/RRID:SCR_021630/resolver
https://scicrunch.org/T1D/data/record/nlx_144509-1/RRID:SCR_021630/resolver
http://core-facility.iimcb.gov.pl/

No rating or validation information has been found for International Institute of Molecular
and Cell Biology in Warsaw, Biophysics and Bioanalytics Facility.

No alerts have been found for International Institute of Molecular and Cell Biology in
Warsaw, Biophysics and Bioanalytics Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 9 mentions in open access literature.
Listed below are recent publications. The full list is available at T1D .
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