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Proper Citation

Duke Human Heart Repository (RRID:SCR_013980)

Resource Information

URL: http://sites.duke.edu/dhhr/

Proper Citation: Duke Human Heart Repository (RRID:SCR_013980)

Description: A biomaterial supply resource which collects and disseminates human heart
tissue. Samples include both failing and non-failing hearts, RNA/DNA analysis, tissue
staining and immunofluorescence samples.The tissue that has been flash frozen and
stored at -80?C is acquired from distinct regions of the heart such as the LV free wall,
septum, and valve leaflets. Individual sample sizes are typically 100-300mg for flash
frozen tissues. The DHHR also serves as a resource for assay development, target
identification, and sponsored research, capable of isolating cardiomyocytes from hearts
and using them for in-vitro assays such as calcium handling, enzyme activity, signalling
pathways and other biochemical research activities

Resource Type: biomaterial supply resource, material resource

Keywords: biomaterial supply resource, human heart, human heart tissue,
cardiovascular, tissue, tissue sample

Availability: Free, Available to the research community

Resource Name: Duke Human Heart Repository

Resource ID: SCR_013980

Record Creation Time: 20220129T080318+0000

Record Last Update: 20260725T191259+0000

Ratings and Alerts

No rating or validation information has been found for Duke Human Heart Repository.

No alerts have been found for Duke Human Heart Repository.

https://scicrunch.org/T1D
https://scicrunch.org/T1D/data/record/nlx_144509-1/RRID:SCR_013980/resolver
http://sites.duke.edu/dhhr/


Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 88 mentions in open access literature.

Listed below are recent publications. The full list is available at T1D .
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