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Proper Citation

OligoArray (RRID:SCR_010961)

Resource Information

URL: http://berry.engin.umich.edu/oligoarray2_1/

Proper Citation: OligoArray (RRID:SCR_010961)

Description: A free software that computes gene specific oligonucleotides for genome-
scale oligonucleotide microarray construction.

Abbreviations: OligoArray

Synonyms: OligoArray 2.0: Design of oligonucleotide probes for DNA microarrays using a
thermodynamic approach, OligoArray 2.1: Genome-scale oligonucleotide design for
microarrays

Resource Type: software resource

Defining Citation: PMID:12799432

Keywords: bio.tools

Resource Name: OligoArray

Resource ID: SCR_010961

Alternate IDs: OMICS_00828, biotools:oligoarray

Alternate URLs: https://bio.tools/oligoarray

Record Creation Time: 20220129T080301+0000

Record Last Update: 20260725T190707+0000

Ratings and Alerts

https://scicrunch.org/T1D
https://scicrunch.org/T1D/data/record/nlx_144509-1/RRID:SCR_010961/resolver
http://berry.engin.umich.edu/oligoarray2_1/
https://pubmed.ncbi.nlm.nih.gov/12799432


No rating or validation information has been found for OligoArray.

No alerts have been found for OligoArray.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 38 mentions in open access literature.

Listed below are recent publications. The full list is available at T1D .

Boraas LC, et al. (2025) G3BP1 ribonucleoprotein complexes regulate focal adhesion
protein mobility and cell migration. Cell reports, 44(2), 115237.

Rybczynski AT, et al. (2025) Imaging the time course of DNA damage response at a
nonrepetitive endogenous locus. Cell reports methods, 5(11), 101219.

Isenhart R, et al. (2025) The length and strength of compartmental interactions are
modulated by condensin II activity. PLoS genetics, 21(7), e1011724.

Wang YF, et al. (2025) Tetrahedral DNA dendritic nanostructure-enhanced FISH for high-
speed, sensitive spatial transcriptomics. Nature communications, 16(1), 9251.

Du J, et al. (2024) Distinguishing individual photobodies using Oligopaints reveals thermo-
sensitive and -insensitive phytochrome B condensation at distinct subnuclear locations.
Nature communications, 15(1), 3620.

Wang Y, et al. (2022) Achieving single nucleotide sensitivity in direct hybridization genome
imaging. Nature communications, 13(1), 7776.
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chemotherapy, 64(1).
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