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Proper Citation

Spotfire (RRID:SCR_008858)

Resource Information

URL: http://spotfire.tibco.com/

Proper Citation: Spotfire (RRID:SCR_008858)

Description: The Spotfire Gene Ontology Advantage Application integrates GO
annotations with gene expression analysis in Spotfire DecisionSite for Functional
Genomics. Researchers can select a subset of genes in DecisionSite visualizations and
display their distribution in the Gene Ontology hierarchy. Similarly, selection of any
process, function or cellular location in the Gene Ontology hierarchy automatically marks
the corresponding genes in DecisionSite visualizations. Platform: Windows compatible

Abbreviations: Spotfire

Synonyms: Tibco Spotfire, Spotfire Inc., Spotfire Gene Ontology Advantage Application,
Spotfire - TIBCO Software

Resource Type: software resource

Keywords: analysis, predictive analytics, big data, visualization, gene ontology,
annotation, gene expression, functional genomics, gene, function, cellular location,
statistical analysis, genomics

Availability: Commercial license. Spotfire is available for purchase (individual license /
enterprise use) / Free trial.

Resource Name: Spotfire

Resource ID: SCR_008858

Alternate IDs: nlx_149169

Record Creation Time: 20220129T080249+0000

Record Last Update: 20260808T185909+0000

https://scicrunch.org/T1D
https://scicrunch.org/T1D/data/record/nlx_144509-1/RRID:SCR_008858/resolver
http://spotfire.tibco.com/


Ratings and Alerts

No rating or validation information has been found for Spotfire.

No alerts have been found for Spotfire.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 490 mentions in open access literature.

Listed below are recent publications. The full list is available at T1D .
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