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InterSpecies Analysing Application using
Containers

RRID:SCR_006243
Type: Tool

Proper Citation

InterSpecies Analysing Application using Containers (RRID:SCR_006243)

Resource Information

URL: http://isaac.bioapps.biozentrum.uni-
wuerzburg.de/isaac/modules/genome/species.xhtml

Proper Citation: InterSpecies Analysing Application using Containers
(RRID:SCR_006243)

Description: Web based tool to enable the analysis of sets of genes, transcripts and
proteins under different biological viewpoints and to interactively modify these sets at any
point of the analysis. Detailed history and snapshot information allows tracing each action.
One can switch back to previous states and perform new analyses. Sets can be viewed in
the context of genomes, protein functions, protein interactions, pathways, regulation,
diseases and drugs. Additionally, users can switch between species with an automatic,
orthology based translation of existing gene sets. Sets as well as results of analyses can
be exchanged between members of groups.

Abbreviations: ISAAC

Synonyms: ISAAC (Interspecies Analysing Application using Containers), ISAAC -
InterSpecies Analysing Application using Containers, Interspecies Analysing Application
using Containers - ISAAC

Resource Type: data analysis service, service resource, production service resource,
software resource, analysis service resource

Defining Citation: PMID:24428905

Keywords: protein function, protein interaction, pathway, mirna, disease, drug, gene,
genome, transcript, protein, regulation

Resource Name: InterSpecies Analysing Application using Containers

Resource ID: SCR_006243
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Alternate IDs: OMICS 02237
Record Creation Time: 20220129T080235+0000

Record Last Update: 20260801T190306+0000

Ratings and Alerts

No rating or validation information has been found for InterSpecies Analysing Application
using Containers.

No alerts have been found for InterSpecies Analysing Application using Containers.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 35 mentions in open access literature.
Listed below are recent publications. The full list is available at T1D .
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