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Proper Citation

VectorBase (RRID:SCR_005917)

Resource Information

URL: http://www.vectorbase.org

Proper Citation: VectorBase (RRID:SCR_005917)

Description: Bioinformatics Resource Center for invertebrate vectors. Provides web-
based resources to scientific community conducting basic and applied research on
organisms considered potential agents of biowarfare or bioterrorism or causing emerging
or re-emerging diseases.

Abbreviations: VectorBase

Synonyms: VectorBase - Bioinformatics Resource for Invertebrate Vectors of Human
Pathogens, VectorBase, vector base

Resource Type: storage service resource, service resource, data repository, data or
information resource, database

Defining Citation: PMID:22135296, PMID:19028744, PMID:18262474, PMID:18237287,
PMID:17145709

Keywords: blast, clustalw, hmmer, vector, genomics, genome, sequence, population,
insecticide resistance, annotation, microarray, gene expression, anatomy, pathogen,
human, transcript, transcriptome, protein, proteome, mitochondria sequence,
bioinformatics resource center, pathogen, arthropoda, vector control, ontology, software,
source code, mitochondrial sequence, data analysis service, image collection, FASEB list

Funding: NIAID ;

Evimalar network of excellence 242095;
INFRAVEC 228421,

European Union

Availability: Restricted
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Resource Name: VectorBase

Resource ID: SCR_005917

Alternate IDs: nif-0000-03624, r3d100010880
Alternate URLSs: https://doi.org/10.17616/R3CK6B

License URLs: https://www.vectorbase.org/data-policies,
https://www.vectorbase.org/data-policies

Record Creation Time: 20220129T080233+0000

Record Last Update: 20260807T042628+0000

Ratings and Alerts
No rating or validation information has been found for VectorBase.

No alerts have been found for VectorBase.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 881 mentions in open access literature.
Listed below are recent publications. The full list is available at T1D .
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persulcatus. Frontiers in insect science, 6, 1669026.

Girard M, et al. (2026) Mutualism in disguise: A mosquito parasite with mixed transmission
mode displays mutualistic traits promoting oogenesis. PL0S pathogens, 22(3), €1014034.

Mohammed AK, et al. (2026) Systematic review and meta-analysis of insecticide
resistance status and mechanisms in the arbovirus vector Aedes aegypti from Nigeria.
PL0S neglected tropical diseases, 20(6), e0014421.
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