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Proper Citation

Gene Expression Profiling in Spinal Cord Injury (RRID:SCR_003260)

Resource Information

URL: http://spine.rutgers.edu/microarray/

Proper Citation: Gene Expression Profiling in Spinal Cord Injury (RRID:SCR_003260)

Description: Database which provides on-line searching of microarray datasets
generated from rat spinal cord after contusion injury. Both the primary injury site and a site
5 mm distal to the injury site were assayed. Tissue was obtained from Long Evans rats
subject to spinal cord contusion injury using the MASCIS impactor (formerly known as the
NYU impactor). RNA expression was assayed at the site of injury and distal to the site of
injury using the Affymetrix Rat Neuro U34 chip.

Resource Type: data or information resource, data set, database

Keywords: database, spinal cord, contusion, microarray data, FASEB list

Availability: THIS RESOURCE IS NO LONGER IN SERVICE

Resource Name: Gene Expression Profiling in Spinal Cord Injury

Resource ID: SCR_003260

Alternate IDs: nif-0000-00011

Record Creation Time: 20220129T080218+0000

Record Last Update: 20260729T044039+0000

Ratings and Alerts

No rating or validation information has been found for Gene Expression Profiling in Spinal
Cord Injury.

No alerts have been found for Gene Expression Profiling in Spinal Cord Injury.

https://scicrunch.org/T1D
https://scicrunch.org/T1D/data/record/nlx_144509-1/RRID:SCR_003260/resolver
http://spine.rutgers.edu/microarray/


Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 394 mentions in open access literature.

Listed below are recent publications. The full list is available at T1D .
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Potential Serum Biomarkers of Fracture Non-Union in Humans. Journal of clinical
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