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Proper Citation

GenBank (RRID:SCR_002760)

Resource Information

URL: http://www.ncbi.nlm.nih.gov/Genbank/

Proper Citation: GenBank (RRID:SCR_002760)

Description: NIH genetic sequence database that provides annotated collection of all
publicly available DNA sequences for almost 280 000 formally described species (Jan
2014) .These sequences are obtained primarily through submissions from individual
laboratories and batch submissions from large-scale sequencing projects, including whole-
genome shotgun (WGS) and environmental sampling projects. Most submissions are
made using web-based Bankit or standalone Sequin programs, and GenBank staff
assigns accession numbers upon data receipt. It is part of International Nucleotide
Sequence Database Collaboration and daily data exchange with European Nucleotide
Archive (ENA) and DNA Data Bank of Japan (DDBJ) ensures worldwide coverage.
GenBank is accessible through NCBI Entrez retrieval system, which integrates data from
major DNA and protein sequence databases along with taxonomy, genome, mapping,
protein structure and domain information, and biomedical journal literature via PubMed.
BLAST provides sequence similarity searches of GenBank and other sequence
databases. Complete bimonthly releases and daily updates of GenBank database are
available by FTP.

Abbreviations: GB
Synonyms: , Gen Bank, GenBank

Resource Type: storage service resource, service resource, data repository, data or
information resource, database

Defining Citation: PMID:24217914, PMID:23193287, PMID:21071399

Keywords: genetic sequence, dna sequence, human genetics, human genome,
nucleotide sequence, nucleotide, dna, dna data bank, gene mapping, genetics, gold
standard
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Funding: NLM

Availability: Free, Freely available

Resource Name: GenBank

Resource ID: SCR_002760

Alternate IDs: nif-0000-02873, r3d100010528, OMICS_01650
Alternate URLSs: https://doi.org/10.17616/R3D31X

Record Creation Time: 20220129T080215+0000

Record Last Update: 20260807T042542+0000

Ratings and Alerts
No rating or validation information has been found for GenBank.

No alerts have been found for GenBank.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 64417 mentions in open access literature.
Listed below are recent publications. The full list is available at T1D .
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784.
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Extracellular Matrix-Associated Cues in Goldfish Spinal Cord Repair. The Journal of
comparative neurology, 534(5), e70170.

Sanchez-Mora P, et al. (2026) Detection and genetic characterization of Crimean-Congo
hemorrhagic fever virus in ticks from western Spain (2017, 2020-2024). Frontiers in
veterinary science, 13, 1789622.
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captive megaherbivores in Thailand. Parasitology research, 125(1), 2.
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19(1), 65.
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syndrome virus (PRRSV) replication and suppressing type | interferon transcription. BMC
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mechanisms of salt stress adaptation in Gardenia jasminoides. BMC plant biology, 26(1),
203.
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science, 105(3), 106340.

Schnelle A, et al. (2026) Using Historic and Contemporary Genomes to Assess the
Genetic Consequences of a Population Decline in an Endangered Tern Population.
Evolutionary applications, 19(1), e70192.
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protein. bioRxiv : the preprint server for biology.
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South Africa. Integrative zoology, 21(1), 203.
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