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Proper Citation

Gatsby Charitable Foundation (RRID:SCR_000618)

Resource Information

URL: http://www.gatsby.org.uk/

Proper Citation: Gatsby Charitable Foundation (RRID:SCR_000618)

Description: Gatsby is a Foundation set up by David Sainsbury to realize his charitable
objectives. Gatsby works in areas that David Sainsbury and the Trustees are particularly
passionate about and where they believe charitable funding can make a real difference.
Gatsby is currently active in six tightly-focused areas: * Plant science research *
Neuroscience research * Science and engineering education * Economic development in
Africa * Public policy research and advice * The Arts We have also supported significant
programs in mental health - in particular through the founding of the Centre for Mental
Health - although we are no longer focusing on this area. Across all areas, we aim to be
more than a funder. We act as an enabler for projects, designing, developing, overseeing
and, in some cases, delivering activities. We are proactive in putting together projects to
achieve our aims. Rather than wait for third-party proposals, we identify areas of need,
commission research and design interventions in partnership with sector and industry
experts. We take a long-term view as we do not think much can be achieved by short,
one-off projects. We build long relationships with the organizations we support, allowing
both them and us to learn from successes and failures and to develop sustainable change.
We are particularly enthusiastic about supporting innovation. David Sainsbury has long
believed that private foundations have an important role to play in testing imaginative
models and new ideas that governments may see as too risky for public funding, even
when they have significant potential to benefit the public if they succeed. Gatsby can
incubate such models, giving them the support they need to prove themselves and build
the track-records that will encourage others to scale them up. We will continue to support
and undertake both large- and small-scale work, employing different methods and models
depending on the different challenges, but always ultimately looking to deliver long-term,
sustainable change. Registered Charity No. 251988

Abbreviations: Gatsby

Synonyms: Gatsby
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Ratings and Alerts
No rating or validation information has been found for Gatsby Charitable Foundation.

No alerts have been found for Gatsby Charitable Foundation.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 18 mentions in open access literature.
Listed below are recent publications. The full list is available at T1D .
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