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Df(1)Exel6234, w[1118] P{w[+mC]=XP-U}Exel6234
RRID:BDSC_7708
Type: Organism

Proper Citation

RRID:BDSC_7708

Organism Information

URL: https://n2t.net/bdsc:7708

Proper Citation: RRID:BDSC_7708

Description: Drosophila melanogaster with name Df(1)Exel6234, w[1118] P{w[+mC]=XP-
U}Exel6234 from BDSC.

Species: Drosophila melanogaster

Notes: X chromosome coisogenic with other Exelixis Df lines, but autosomes derived from
different background. Homozygotes and hemizygotes are viable and fertile. Deficiency
confirmed via PCR in 09/2025. Donor: Exelixis, Inc.

Affected Gene: CG12730, CG15784, CG32762, CG4151, frma, lncRNA:CR44471,
lncRNA:CR45517, lncRNA:CR45519, SPR, w

Genomic Alteration: Chromosome 1

Catalog Number: 7708

Database: Bloomington Drosophila Stock Center (BDSC)

Database Abbreviation: BDSC

Availability: available

Alternate IDs: BDSC_7708, BDSC:7708, BL7708

Organism Name: Df(1)Exel6234, w[1118] P{w[+mC]=XP-U}Exel6234

Record Creation Time: 20240911T222211+0000

Record Last Update: 20260905T135838+0000

Ratings and Alerts

https://scicrunch.org/Kravitz
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No rating or validation information has been found for Df(1)Exel6234, w[1118]
P{w[+mC]=XP-U}Exel6234.

No alerts have been found for Df(1)Exel6234, w[1118] P{w[+mC]=XP-U}Exel6234.

Data and Source Information

Source: Integrated Animals

Source Database: Bloomington Drosophila Stock Center (BDSC)
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We found 13 mentions in open access literature.
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