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Ingenuity Pathway Analysis

RRID:SCR_008653
Type: Tool

Proper Citation

Ingenuity Pathway Analysis (RRID:SCR_008653)

Resource Information

URL: http://www.ingenuity.com/products/pathways _analysis.html

Proper Citation: Ingenuity Pathway Analysis (RRID:SCR_008653)

Description: A web-based software application that enables users to analyze, integrate,
and understand data derived from gene expression, microRNA, and SNP microarrays,
metabolomics, proteomics, and RNA-Seq experiments, and small-scale experiments that
generate gene and chemical lists. Users can search for targeted information on genes,
proteins, chemicals, and drugs, and build interactive models of experimental systems. IPA
allows exploration of molecular, chemical, gene, protein and miRNA interactions, creation
of custom molecular pathways, and the ability to view and modify metabolic, signaling, and
toxicological canonical pathways. In addition to the networks and pathways that can be
created, IPA can provide multiple layering of additional information, such as drugs,
disease genes, expression data, cellular functions and processes, or a researchers own
genes or chemicals of interest.

Abbreviations: IPA
Synonyms: QIAGEN Ingenuity Pathway Analysis
Resource Type: pathway analysis tool

Keywords: software, drug, gene, analysis, chemical, metabolic, model, pathway, protein,
signal, molecular signaling, genomic, pathway analysis tool

Availability: Commercial license
Resource Name: Ingenuity Pathway Analysis
Resource ID: SCR_008653

Alternate IDs: nif-0000-33144, OMICS_00399



https://scicrunch.org/Kravitz
https://scicrunch.org/Kravitz/data/record/nlx_144509-1/SCR_008653/resolver
http://www.ingenuity.com/products/pathways_analysis.html

Alternate URLSs: http://www.ingenuity.com/products/ipa,
http://www.ingenuity.com/products/ipa/microrna-research

Record Creation Time: 20220129T080248+0000

Record Last Update: 20260905T132626+0000

Ratings and Alerts

¢ Used for data analysis by the Human Islet Research Network community.
Contact(s): Midhat Abdulreda, Peter Buchwald - Human Islets Research Network
https://hirnetwork.org/

No alerts have been found for Ingenuity Pathway Analysis.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 6828 mentions in open access literature.
Listed below are recent publications. The full list is available at Kravitz .
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memory impairment and cognitive decline: Involvement of molecular pathways in the
cortex and hippocampus. Biomedical reports, 24(1), 2.

Saum K, et al. (2026) Chronic kidney disease induces distinct alterations of macrophage
lipid metabolism in a mouse model of atherosclerosis. Journal of lipid research, 67(2),
100975.

van Eeghen SA, et al. (2026) Insulin Sensitivity and Associated Plasma Proteomics During
Sex Hormone Therapy. The Journal of clinical endocrinology and metabolism, 111(4),
e1070.

Krantz S, et al. (2026) Dissection of G?s and Hedgehog Signaling Cross-talk Reveals
Therapeutic Opportunities to Target Hedgehog-Dependent Tumors. Cancer research,
86(4), 940.



mailto:MAbdulreda@med.miami.edu
mailto:pbuchwald@med.miami.edu
https://hirnetwork.org/
https://scicrunch.org/Kravitz/rin/sources/SCR_005400
https://scicrunch.org/Kravitz/data/record/nlx_144509-1/SCR_008653/resolver/mentions
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