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w[1118]; Df(3R)ED5780,
P{w[+mW.Scer\FRT.hs3]=3'.RS5+3.3'}ED5780/TM2

RRID:BDSC_8104
Type: Organism

Proper Citation

RRID:BDSC_8104

Organism Information

URL: https://n2t.net/bdsc:8104

Proper Citation: RRID:BDSC_8104

Description: Drosophila melanogaster with name w[1118]; Df(3R)ED5780,
P{w[+mW.Scer\FRT.hs3]=3".RS5+3.3'}ED5780/TM2 from BDSC.

Species: Drosophila melanogaster
Notes: Donor: DrosDel Project

Affected Gene: alt, asRNA:CR44160, asRNA:CR44238, asRNA:CR46034, AttD, beat-lla,
beat-llb, Brf, call, CG14322, CG14323, CG14324, CG14325, CG14326, CG14327,
CG14329, CG14330, CG14331, CG14332, CG17283, CG17475, CG17477, CG31262,
CG31265, CG31266, CG31267, CG31269, CG31418, CG31419, CG33333, CG34278,
CG34279, CG34280, CG34281, CG4053, CG42779, CG42798, CG42821, CG42822,
CG42823, CG42824, CG42834, CG42835, CG43175, CG44090, CG44257, CG44259,
CG45045, CG45079, CG5246, CG5255, CG5265, CG5292, CG5823, CG5860, CG5863,
CG5866, CG7523, CG7606, cher, CREG, cysu, Dad, Det, Dscam3, Edg91, Eh, Gcklll,
Hmx, Keapl, kuk, 1(3)07882, IncRNA:CR43196, IncRNA:CR43489, IncRNA:CR43490,
INcRNA:CR44256, INcRNA:CR44258, INcRNA:CR44349, IncRNA:CR45222,
INcRNA:CR45223, IncRNA:CR46052, IncRNA:CR46053, lute, m-cup, Mps1, mRpS11,
Mur89F, Ns1, P5cr-2, Prx3, sds22, SF1, Sgs5, Sgs5bhis, sll, Smug, Sur-8, tRNA:Ala-AGC-
1-1, tRNA:Ala-AGC-2-10, tRNA:Ala-AGC-2-2, tRNA:Ala-AGC-2-3, tRNA:Ala-AGC-2-4,
tRNA:Ala-AGC-2-5, tRNA:Ala-AGC-2-6, tRNA:Ala-AGC-2-7, tRNA:Ala-AGC-2-8,
tRNA:Ala-AGC-2-9, tRNA:Pro-TGG-1-1, tRNA:Pro-TGG-1-2, tRNA:Pro-TGG-1-3,
tRNA:Pro-TGG-1-4, tRNA:Thr-AGT-1-5, tRNA:Thr-AGT-1-6, tRNA:Val-AAC-1-2,
tRNA:Val-CAC-1-1, TwdIW, w

Genomic Alteration: Chromosome 1, Chromosome 3
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Ratings and Alerts

No rating or validation information has been found for w[1118]; Df(3R)ED5780,
P{w[+mW.Scer\FRT.hs3]=3".RS5+3.3}ED5780/TM2.

No alerts have been found for w[1118]; Df(SR)ED5780,
P{w[+mW.Scer\FRT.hs3]=3'.RS5+3.3'}ED5780/TM2.

Data and Source Information

Source: Integrated Animals

Source Database: Bloomington Drosophila Stock Center (BDSC)

Usage and Citation Metrics
We found 8 mentions in open access literature.
Listed below are recent publications. The full list is available at ASWG .
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