Resource Summary Report

Generated by ASWG on Jul 29, 2026

w[*]; P{w[nub.PK]=nub-GAL4.K}2, P{w[+mC]=UAS-
myr-mRFP}1/CyO; P{w[+mC]=UAS-
GFP.RNAI.R}142/TM6B, Tb[1]

RRID:BDSC_63148
Type: Organism

Proper Citation

RRID:BDSC_63148

Organism Information

URL: https://n2t.net/bdsc:63148

Proper Citation: RRID:BDSC_63148

Description: Drosophila melanogaster with name w[*]; P{w[nub.PK]=nub-GAL4.K}2,
P{w[+mC]=UAS-myr-mRFP}1/CyO; P{w[+mC]=UAS-GFP.RNAIi.R}142/TM6B, Tb[1] from
BDSC.

Species: Drosophila melanogaster

Notes: Stock useful for RNAi knockdown of mRNA encoding GFP-tagged proteins in the
wing blade by the iGFPi technique (FBrf0214668). Non-Cy &/or non-Tb flies may be
present. Donor: Jose Pastor-Pareja, Tsinghua University

Affected Gene: GAL4, nub, Avic\GFP, UAS, Disc\RFP, Th, w
Genomic Alteration: Chromosome 1, Chromosome 2, Chromosome 3
Catalog Number: 63148

Database: Bloomington Drosophila Stock Center (BDSC)

Database Abbreviation: BDSC

Availability: available

Alternate IDs: BDSC_63148, BL63148

Organism Name: w[*]; P{w[nub.PK]=nub-GAL4.K}2, P{w[+mC]=UAS-myr-mRFP}1/CyO;
P{w[+mC]=UAS-GFP.RNAIi.R}142/TM6B, Tb[1]
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Ratings and Alerts

No rating or validation information has been found for w[*]; P{w[nhub.PK]=nub-GAL4.K}2,
P{w[+mC]=UAS-myr-mRFP}1/CyO; P{w[+mC]=UAS-GFP.RNAIi.R}142/TM6B, Tbh[1].

No alerts have been found for w[*]; P{w[nub.PK]=nub-GAL4.K}2, P{w[+mC]=UAS-myr-
MRFP}1/CyO; P{w[+mC]=UAS-GFP.RNAIi.R}142/TM6B, Th[1].

Data and Source Information

Source: Integrated Animals

Source Database: Bloomington Drosophila Stock Center (BDSC)
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We found 24 mentions in open access literature.
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