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ProteinPilot

RRID:SCR_024414
Type: Tool

Proper Citation

ProteinPilot (RRID:SCR_024414)

Resource Information

URL.: https://sciex.com/products/software/proteinpilot-software

Proper Citation: ProteinPilot (RRID:SCR_024414)

Description: Software tool for protein identification and protein expression analysis. Used
to identify proteins and search large numbers of post translational modifications, without
increasing search time or false positives. Compatible with all proteomics MS/MS systems.

Resource Type: data analysis software, software resource, data processing software,
software application

Keywords: protein identification, protein expression analysis, post translational
modification search,

Availability: Restricted
Resource Name: ProteinPilot
Resource ID: SCR_024414

Alternate URLSs: https://sciex.com/content/dam/SCIEX/pdf/posters/ProteinPilot-Software-
Overview.pdf

Record Creation Time: 20230913T050234+0000

Record Last Update: 20260803T040914+0000

Ratings and Alerts
No rating or validation information has been found for ProteinPilot.

No alerts have been found for ProteinPilot.

Data and Source Information



https://scicrunch.org/ASWG
https://scicrunch.org/ASWG/data/record/nlx_144509-1/SCR_024414/resolver
https://sciex.com/products/software/proteinpilot-software

Source: SciCrunch Registry

Usage and Citation Metrics
We found 228 mentions in open access literature.

Listed below are recent publications. The full list is available at ASWG .
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Benito-Casado C, et al. (2025) White adipose tissue undergoes pathological dysfunction in
the TDP-43A315T mouse model of amyotrophic lateral sclerosis (ALS). Acta
neuropathologica communications, 13(1), 213.

Ito S, et al. (2025) Effects of SLC6A8 mutation-induced creatine deficiency on cellular
function in fibroblasts. Scientific reports, 15(1), 26738.
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Avena ludoviciana Durieu. Scientific reports, 15(1), 577.
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research, 56(1), 20.




