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Proper Citation

Modern Applied Statistics with S (RRID:SCR_019125)

Resource Information

URL: https://CRAN.R-project.org/package=MASS

Proper Citation: Modern Applied Statistics with S (RRID:SCR_019125)

Description: Software R package to support functions and datasets for Venables and
Ripley MASS. Used for statistical and graphical analysis of data.

Abbreviations: MASS

Resource Type: software toolkit, software resource

Keywords: Statistical analysis, graphical analysis, data analysis, Venables MASS, Ripley
MASS, function support

Availability: Free, Freely available

Resource Name: Modern Applied Statistics with S

Resource ID: SCR_019125

License: GPL v3

Record Creation Time: 20220129T080343+0000

Record Last Update: 20260803T040757+0000

Ratings and Alerts

No rating or validation information has been found for Modern Applied Statistics with S.

No alerts have been found for Modern Applied Statistics with S.

Data and Source Information

https://scicrunch.org/ASWG
https://scicrunch.org/ASWG/data/record/nlx_144509-1/SCR_019125/resolver
https://CRAN.R-project.org/package=MASS


Source: SciCrunch Registry

Usage and Citation Metrics

We found 24 mentions in open access literature.

Listed below are recent publications. The full list is available at ASWG .
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Do TTN, et al. (2021) Comparison of the Metastasis Predictive Potential of mRNA and
Long Non-Coding RNA Profiling in Systemically Untreated Breast Cancer. Cancers,
13(19).

Knorr S, et al. (2021) The evolution of dystonia-like movements in TOR1A rats after
transient nerve injury is accompanied by dopaminergic dysregulation and abnormal
oscillatory activity of a central motor network. Neurobiology of disease, 154, 105337.


