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AlienTrimmer

RRID:SCR_011835
Type: Tool

Proper Citation

AlienTrimmer (RRID:SCR_011835)

Resource Information

URL.: http://ftp://ftp.pasteur.fr/pub/gensoft/projects/AlienTrimmer/

Proper Citation: AlienTrimmer (RRID:SCR_011835)

Description: Allows detecting and removing multiple alien sequences in both ends of
seguence reads.

Abbreviations: AlienTrimmer
Resource Type: software resource

Defining Citation: PMID:23912058

Keywords: bio.tools

Availability: Free

Resource Name: AlienTrimmer

Resource ID: SCR_011835

Alternate IDs: biotools:alientrimmer, OMICS 01082
Alternate URLSs: https://bio.tools/alientrimmer
Record Creation Time: 20220129T080307+0000

Record Last Update: 20260801T190420+0000

Ratings and Alerts
No rating or validation information has been found for AlienTrimmer.

No alerts have been found for AlienTrimmer.



https://scicrunch.org/ASWG
https://scicrunch.org/ASWG/data/record/nlx_144509-1/SCR_011835/resolver
http://ftp://ftp.pasteur.fr/pub/gensoft/projects/AlienTrimmer/
https://pubmed.ncbi.nlm.nih.gov/23912058

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 74 mentions in open access literature.

Listed below are recent publications. The full list is available at ASWG .
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e1013573.

El Zowalaty ME, et al. (2026) Phenotypic and genome-based characterization of Klebsiella
species from different One Health sources in South Africa reveals the presence of
multidrug-resistant isolates. Frontiers in microbiology, 17, 1752622.

Agbogan VA, et al. (2026) A skin colonizer disrupts inflammatory and humoral immune
defenses in hidradenitis suppurativa. EMBO molecular medicine, 18(5), 1744.

Menozzi E, et al. (2026) Microbiome signature of Parkinson's disease in healthy and
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microbiome in the GBA1 L444P/WT mouse model: implications for Parkinson's disease
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proteome in Staphylococcus aureus CIP 107093. Frontiers in microbiology, 16, 1705130.

Suspéne R, et al. (2025) Disruption of deoxyribonucleotide triphosphate biosynthesis
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gene diversification. Science signaling, 18(908), eadv8801.
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Microbiome, 12(1), 116.
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Escherichia coli. Microbial biotechnology, 17(1), e14367.

Edenborough K, et al. (2024) Dengue virus genomic surveillance in the applying
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transmission. Scientific reports, 14(1), 28004.
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populations during long-term ICU patient hospitalization: the role of RamR regulation.
mSphere, 9(12), e0070424.
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